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NTDB id 280649 C7K43 RS09405 WP 124006603.1 MAKKDVTPRPKKSGWVKKFGIGLLGGVIGGLLVIGGFYYLSGGSVNPFQSNEATSTSGVTDDNDNVQVSNVKVDADSDTT 80
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKS...HPFLKWFIPFLVIF.LTFILGVISTLTFNWITGNKSFS............NNGK..TTVSNVIYDTKSNTT 62
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSS...NFFKKTLQVFIVLL.VGFIGGVAGTWGFSYFSTPHSAT............NNNQKTATTVTTSYKNSNSTT 63
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLK...TFYKKGFQLLVVIV.ISFFSGALGSFSINQLTQKSTES............T.SNNNSTITQTAYKNENSTT 62
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLK...TFYKKWFQLLVVIV.ISFFSGALGSFSITQLTQKSSVN............N.SNNNSTITQTAYKNENSTT 62
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLK...TFYKKWFQLLVVIV.ISFFSGALGSFSITQLTQKSSVN............N.SNNNSTITQTAYKNENSTT 62
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLK...TFYKKWFQLLVVIV.ISFFSGALGSFSITQLTQKSSVN............N.SNNNSTITQTAYKNENSTT 62
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLK...TFYKKWFQLLVVIV.ISFFSGALGSFSITQLTQKSSVN............N.SNNNSTITQTAYKNENSTT 62
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NTDB id 280649 C7K43 RS09405 WP 124006603.1 DAVNKVQDAVVSVINLQNASPQGSEGFFDTEQQEDDS...EEEPAGEGSGVIYKEDGDNAYIVTNNHVVEGQNGLEVLMS 157
NTDB id 381 SMU RS09890 WP 002262650.1 KAVKNVKNTVVSVINYQKTDN..SYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMA 140
NTDB id 425 SGO RS10525 WP 012131081.1 EAVDKVKDAVVSVITYSESNS..DAIF.....DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLA 136
NTDB id 539 SM12261 RS09395 WP 000681587.1 QAVNKVKDAVVSVITYSANRQ..NSVF.....GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLS 135
NTDB id 256 KZH43 RS10270 WP 000681597.1 QAVNKVKDAVVSVITYSANRQ..NSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLS 135
NTDB id 215 SPD RS10945 WP 000681597.1 QAVNKVKDAVVSVITYSANRQ..NSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLS 135
NTDB id 181 SPR RS10425 WP 000681597.1 QAVNKVKDAVVSVITYSANRQ..NSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLS 135
NTDB id 145 SP RS11450 WP 000681597.1 QAVNKVKDAVVSVITYSANRQ..NSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLS 135
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LKTVGEPTAIA IGSPLGSDEYANSTVTEQGI IVSSLSNRLTNVTSSLRQKNSENSDG
NTDB id 280649 C7K43 RS09405 WP 124006603.1 DGTRETAELVGTDAYTDLAVLQISSDNVDTVATFGDSDELKVGEPAIAIGSPLGSDYANSVTQGIISSLNRLVSSQSESG 237
NTDB id 381 SMU RS09890 WP 002262650.1 NGKKVVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENG 220
NTDB id 425 SGO RS10525 WP 012131081.1 DGNKVPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDG 216
NTDB id 539 SM12261 RS09395 WP 000681587.1 DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG 215
NTDB id 256 KZH43 RS10270 WP 000681597.1 DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG 215
NTDB id 215 SPD RS10945 WP 000681597.1 DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG 215
NTDB id 181 SPR RS10425 WP 000681597.1 DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG 215
NTDB id 145 SP RS11450 WP 000681597.1 DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG 215
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NTDB id 280649 C7K43 RS09405 WP 124006603.1 EDVNINAIQTDAAINPGNSGGPLINAGGQVVGINSSKIASSGQ..AGVSVEGMGFSIPSNDVTDIINELEQNGEITRPAL 315
NTDB id 381 SMU RS09890 WP 002262650.1 ETISTNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPAL 300
NTDB id 425 SGO RS10525 WP 012131081.1 QTIATQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPAL 294
NTDB id 539 SM12261 RS09395 WP 000681587.1 QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPAL 291
NTDB id 256 KZH43 RS10270 WP 000681597.1 QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPAL 291
NTDB id 215 SPD RS10945 WP 000681597.1 QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPAL 291
NTDB id 181 SPR RS10425 WP 000681597.1 QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPAL 291
NTDB id 145 SP RS11450 WP 000681597.1 QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPAL 291
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NTDB id 280649 C7K43 RS09405 WP 124006603.1 GISMLDLNTISTEQREQVLKIPDSVENGVVVQNPGNNSPASDAGLEQYDVITKADDKEITNSTELRAALYKKSVGDNLKL 395
NTDB id 381 SMU RS09890 WP 002262650.1 GISMANLSEASTSGR.DTLKIPSDVTSGIVVLSTQSGMPA.DGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKL 378
NTDB id 425 SGO RS10525 WP 012131081.1 GIQMVNLSSLSSSSS.DRLKLPDNVKNGVVVRSTQTGMPA.DGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKV 372
NTDB id 539 SM12261 RS09395 WP 000681587.1 GIQMVNLSNINTSDI.RRLNIPSNVTSGVVVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI 369
NTDB id 256 KZH43 RS10270 WP 000681597.1 GIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI 369
NTDB id 215 SPD RS10945 WP 000681597.1 GIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI 369
NTDB id 181 SPR RS10425 WP 000681597.1 GIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI 369
NTDB id 145 SP RS11450 WP 000681597.1 GIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI 369
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NTDB id 280649 C7K43 RS09405 WP 124006603.1 TFYREGEEQSVNIKLSEDQSIIEQNNGNQ 424
NTDB id 381 SMU RS09890 WP 002262650.1 TFYREKDKQTVEIQLTKTSQDLNH..... 402
NTDB id 425 SGO RS10525 WP 012131081.1 TYYRDGKEQTTTIKLTKSTDDLSSE.... 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 TYYRNGKEETTSIKLDKSSGDLES..... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 TYYRNGKEETTSIKLNKSSGDLES..... 393
NTDB id 215 SPD RS10945 WP 000681597.1 TYYRNGKEETTSIKLNKSSGDLES..... 393
NTDB id 181 SPR RS10425 WP 000681597.1 TYYRNGKEETTSIKLNKSSGDLES..... 393
NTDB id 145 SP RS11450 WP 000681597.1 TYYRNGKEETTSIKLNKSSGDLES..... 393
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