logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

280649 C7K43 RS09405 WP 124006603.1

381
425
539
256
215
181
145

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

280649 C7K43 RS09405 WP 124006603.1

381
425
539
256
215
181
145

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

280649 C7K43 RS09405 WP 124006603.1

381
425
539
256
215
181
145

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

280649 C7K43 RS09405 WP 124006603.1

381
425
539
256
215
181
145

consensus

SMU RS09890 WP 002262650.1

SGO RS10525 WP 012131081.1
SM12261 RS09395 WP 000681587.1
KZH43 RS10270 WP 000681597.1
SPD RS10945 WP 000681597.1
SPR RS10425 WP 000681597.1

SP RS11450 WP 000681597.1

SMU RS09890 WP 002262650.1

SGO RS10525 WP 012131081.1
SM12261 RS09395 WP 000681587.1
KZH43 RS10270 WP 000681597.1
SPD RS10945 WP 000681597.1
SPR RS10425 WP 000681597.1

SP RS11450 WP 000681597.1

SMU RS09890 WP 002262650.1

SGO RS10525 WP 012131081.1
SM12261 RS09395 WP 000681587.1
KZH43 RS10270 WP 000681597.1
SPD RS10945 WP 000681597.1

SPR RS10425 WP 000681597.1

SP RS11450 WP 000681597.1

SMU RS09890 WP 002262650.1

SGO RS10525 WP 012131081.1
SM12261 RS09395 WP 000681587.1
KZH43 RS10270 WP 000681597.1
SPD RS10945 WP 000681597.1
SPR RS10425 WP 000681597.1

SP RS11450 WP 000681597.1

o TPURHIFOLL )Y 1SFFS AL cors gl TSy 0 T uels T

BT RNk B rasnEATS TSV T NS X LY SN

MA-DVTPRPKKSGVKKFG GELGGVIGELIMVIGGFYY|MSIGGEVNPFQSNEATSTSGVTDDNEAVQ

N T
N
. . BSNNNSTITQTAYKNENSTT)
BRTEFYKKWFQLLVVIVE BSNNNSTITQTAYKNENSTT
BNTFYKKWFQLLVVIVE BSNNNSTITQTAYKNENSTT)
BNTEFYKKWFQLLVVIVE BSNNNSTITQTAYKNENSTT)
BTFYKKWEQLLVVIVE BSNNNSTITQTAYKNENSTT
Kk ok ok ok ok ok koK ok ok ok Rk Kook ok kR |k ok ok ok K k ok ok ok K % k ok K Kk ok ok ok o+ ok ok ok ok ok ok okokok ok ||

o DA 5 QQEFDSAQQIDTDSQR' o ) ke AY'WN DR

DINEESIDINAENEIN LQN ASPQGSEGEHFDTEQQERD)
AVESIVK EvVSVINYAEGS R
AV KVKDAVVSVITYS[EREI
QAVNKVKDAVVSVITYSANRQMNS

0N ATEDAN S TEE DIV A LSBT

AT

NISS WV TVARFGDSALIGVGEIJATAIGSPLGS YAN VTQGI SSLNRIBVSEINSERG
JAKVIYGI VG DT SD AV KISSKYVTTVAEF SK IYVGEIJATIAIGSPLGS YAN VT GIVSSLERHV BJMNE G
NKVPGEIVGHDT SDI VV I KVE§JVAEFGDSSKLTVGETAIAIGSPLGS YANTVTQGIVSSLE

DG RNVSE SEDG|
DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG
DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG
DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG

DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG
(e * [ A | I x| EE L | | | [ [ T T A O S B [ Pkl ook x|

e e

D NINAIQTDAAINPGNSGGPLINAGGQV GINSSKIA Kld WA GWUSVEG GF IP NDyg{ IIN LE[MNG)a
WISTNATIQTDINAINPGNSGGRALININGQVIGINSSKIA BUNSINEGE VEG GFAIP NDY| BT INQLERNGEVERPAL
QNI TRAIQTDAINPGNSGGPL NIQGQVIGITSSKIAGMNINGETSVEG GFAIP ND|j NITEQLEKNGKVERPAL
QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIATH
QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIATHE
QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIATHE
QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIATHE

QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIATHE NGGTSVEGLGFATIPANDAINITEQLEKNGKVTRPAL
P e O I I I I T e Ry ey B ey B R R R e x DU Uk bbb ol Dok Db Dbkl Dol 111

===2=

157
140
136
135
135
135
135
135

237
220
216
215
215
215
215
215

315
300
294
291
291
291
291
291



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

280649 C7K43 RS09405 WP 124006603.1
381 SMU RS09890 WP 002262650.1

425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1
215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

280649 C7K43 RS09405 WP 124006603.1
381 SMU RS09890 WP 002262650.1

425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1
215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

consensus

0T,

GIQMVNLSN
GIQMVNLSN

:RRLNIPSNVTSGV
Pl sk 1ok kk  okok okor Dokok | kx|

RSl

X non conserved
B similar
> 507 conserved

TR

=3

ERE TS T

424
402
397
393
393
393
393
393

W A B

IDHE TS e

Q
G LEKYDVITE DEKE ASH DLQSHLYLSHEEEGDIK

G LEKYDVITK DDEEI S D QSALYJHSIR RIK

ANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI
BNGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI
ANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI
ANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI
ANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI

ookl LD k]

* ok ok [ * ok |k

395
378
372
369
369
369
369
369



