
logo MKTALI ITFL ILVI FSCVVIVVI
FHEFGHFYFFAKKRSGI LVREFSAIGMGPKLI FSAHQTAGKDGTTVYTIRAI ILPMLGGYVRMAGYWEGEEDTETELIKAT

NTDB id 280631 C7K43 RS01335 WP 124005195.1 MKTLITFLIVFSVVVVIHEFGHFYFAKKSGILVREFSIGMGPKLFSHQAKDGTTYTIRAIPMGGYVRMAGYEEE.EELKA 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !!**!!!!**!*!*!!*!!!!!!*!!!*!!!!!!!!*!!!!!!*!*!**!!!!*!!!!**!*!!!!!!!!**!***!*!*

logo GMSPVASLETVLNGEKNDNGEKVI
R
K
R INTLSQDKRVQQVLDEQNTAVLP I

M
E
NVTKAYDLNEDDKLETITGFL IVNLGNEETQNVGKTYPEVNDHDAMTI IVEEDGTQELR IAPRKD

NTDB id 280631 C7K43 RS01335 WP 124005195.1 GMPVSLEVNENNEVIKINTSQKVQLENAVPIEVTKYDLNDDLEITGFINGNEQNVGTYPVNHDAMIIEEDGTQLRIAPRD 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
consensus !*!*!!*******!**!!*!*******!*!**!!*!!!*!*!*!!!***!** *!!*!*!!!*!*!!!!!*!!!!!*!

logo VQFYQSNAKSLIWQGRMLLITNFAGPMNNFLI LTGI
V
V
L
L
VF IVI ILVAFLVQGGVPQNDETDSSTTNVLGI EQVEAPNNGGAAAQTVASGLEKSTGDEAIVAIDNQKEDEKVATNDWPD

NTDB id 280631 C7K43 RS01335 WP 124005195.1 VQFQSAKLWQRMLTNFAGPMNNFLLTIVLFIVIVFLQGGVPNEDSTVLGEVEPNGAAATAGLESGDEIVAIDQEEVANWP 239
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTN.LIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTN.LIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
consensus !!*!*!**!*!**!!!!!!!!!!*!****!!***!*!!!!****** !**!***!!!***!!**!!*!!!!****!**!*

logo
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L
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R
Q
ENPTDQEKEFSKGDSLTSLVETVQKRDSDNEGTQLEQEVDATPI ESSVVKEPSQEGKESQDGI

S
G
Y
Q
FLGVQSAPSVLKTGFLWKDKVIVFGGVFQEMS

AWDEMGFAVTQAI LEAAT
NTDB id 280631 C7K43 RS01335 WP 124005195.1 ELQQAIQQNPDEE.....LTLEVQRDDETLQVDATPESVESGEQDIGQLGVQASLKTGFWDKVVGGVQESWDMFVQILEA 314
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEE...TISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEE...TISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
consensus *!**!***!*********!***!*!****** !****** *!****!!!***!!!!**!!**!!*!**!*****!!**

logo LRKSGLVITNFSLDNQKLGGPVAI
MFEQMSDAQAASQEQSGALLITSVI LLDLTMAGMI

LSVINLGIVFNLLIP IPGALDGGKLI LVLMNIVI EA IRGRKP I
L
S
N
E
QEKI EGS

NTDB id 280631 C7K43 RS01335 WP 124005195.1 LRSLVTNFSLDQLGGPVAIFEMSDQAAQQGALTVLLLTAMISVNLGIVNLLPIPGLDGGKLLLNIVEAIRGKPISEEKEG 394
NTDB id 323 STU RS10650 WP 011225396.1 LKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIES 393
NTDB id 291 STER RS01205 WP 011680685.1 LKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIES 393
consensus !**!*!!!!!**!!!!!!*!*!!*!!***!****!*!**!*!*!!!!*!!*!!!*!!!!!***!!*!!!!*!!***!*!*

logo

M
YITLVAGFVGALVLMMVLVLMVI LAVTWNDIQMRFAFF

NTDB id 280631 C7K43 RS01335 WP 124005195.1 MITLVGFGLLMLLMVLVTWNDIQRFFF 421
NTDB id 323 STU RS10650 WP 011225396.1 YITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 YITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus *!!!*!******!!**!!!!!!*!*!!
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X ≥ 50% conserved


