
logo MKTALI ITFL ILVI FSCVVIVVI
FHEFGHFYFFAKRASGI LVREFSAIGMGPKLI FSAHQTAGKDGTTVYTIRAI ILPMLGGYVRMAGYWEGEEDTDTELIKAT

NTDB id 280621 C7K38 RS08270 WP 123936174.1 MKTLITFLIVFSVVVVIHEFGHFYFAKRAGILVREFSIGMGPKLFSHQAKDGTTYTIRAIPMGGYVRMAGYEEE.DELKA 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !!**!!!!**!*!*!!*!!!!!!*!!!!*!!!!!!!*!!!!!!*!*!**!!!!*!!!!**!*!!!!!!!!**!***!*!*

logo GMSPVASLETVLDGEKNDNGEKVTRKR INTLSQDKRVQQVLDEQNTAVLP I
M
E
NVTSAYDLTEDEKLKTITGFL IVNLGNEETQNVGKTYPEVSDHEDAMTI IVEEDGTQELR IAPRKD

NTDB id 280621 C7K38 RS08270 WP 123936174.1 GMPVSLEVDENNEVTKINTSQKVQLENAVPIEVTSYDLTDELKITGFINGNEQNVGTYPVSHEAMIIEEDGTQLRIAPRD 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
consensus !*!*!!*******!**!!*!*******!*!**!!*!!!*!*!*!!!***!** *!!*!*!*!*!*!!!!!*!!!!!*!

logo VQFYQSNAKSLIWQGRMLLITNFAGPMNNFLI LTGI
V
V
L
L
VF IVI ILVAFLVQGGVPQNDETDSSTTVNLGI EQVAPNDGGAAAQSVASGLQKSTGDEAIVSAIDNQKEDDKTVNTSDWPD

NTDB id 280621 C7K38 RS08270 WP 123936174.1 VQFQSAKLWQRMLTNFAGPMNNFLLTIVLFIVIVFLQGGVPNEDSTVLGEVAPDGAAASAGLQSGDEIVSIDQEDTNSWP 239
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTST.NLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTST.NLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
consensus !!*!*!**!*!**!!!!!!!!!!*!****!!***!*!!!!***** *!**!!**!!!***!!**!!*!!*!*******!*

logo

E
SLQKQEVAVLQRQEHNPTDQEKFSKGDESLTSLVETVQKRGSDNQGTQLEEVEATPI ESGVVKEPNQEKQDSQEGVSGYQFLGVQSAPSVLKTGFLWKDKLI IFGGVFEQQMS

AWDETGLAVTQAI LVAAT
NTDB id 280621 C7K38 RS08270 WP 123936174.1 ELQQVVQQHPDE.....ELTLEVQRGDQTLEVEATPEGVENQDQEVGQLGVQASLKTGFWDKLIGGVEQSWDTLVQILVA 314
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEE...TISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEE...TISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
consensus *!****************!***!*!*****! !****** *!****!!!***!!!!**!!**!!****!*****!!**

logo LKTGLVITNFSLDNQKLGGPVAI
MFEQLMSNAQAASQEQSGVL ITSSI LLDLTMAGMI

LSVINLGIVFNLLIP IPGALDGGKLI LVLMNIVI EAVIRGRKP I
L
S
N
E
QEKI EGS

NTDB id 280621 C7K38 RS08270 WP 123936174.1 LKTLVTNFSLDQLGGPVAIFELSNQAAQQGVITSLLLTAMISVNLGIVNLLPIPGLDGGKLLLNIVEAVRGKPISEEKEG 394
NTDB id 323 STU RS10650 WP 011225396.1 LKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIES 393
NTDB id 291 STER RS01205 WP 011680685.1 LKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIES 393
consensus !!*!*!!!!!**!!!!!!*!**!*!!***!*!**!*!**!*!*!!!!*!!*!!!*!!!!!***!!*!!*!*!!***!*!*

logo

L
YITLVAGFVGALVLMMVLVLMVI LAVTWNDIQMRFAFF

NTDB id 280621 C7K38 RS08270 WP 123936174.1 LITLVGFGLLMLLMVLVTWNDIQRFFF 421
NTDB id 323 STU RS10650 WP 011225396.1 YITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 YITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus *!!!*!******!!**!!!!!!*!*!!

X non conserved

X similar

X ≥ 50% conserved


