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NTDB id 280602 C7K38 RS03385 WP 123934663.1 MAKKDESSNSKKNGWLKKFGISLLGGILGGLLVIGGFYYFADDIGNPFQTDEATSTSGVTDDDENVQVSDVKVDVDSDTT 80
NTDB id 381 SMU RS09890 WP 002262650.1 ...MNNTKSHPFLKWFIPFLVIFLTFI.LGVISTLTFNWITGNKSF............SNNGK..TTVSNVIYDTKSNTT 62
NTDB id 425 SGO RS10525 WP 012131081.1 ....MKNSSNFFKKTLQVFIVLLVGFI.GGVAGTWGFSYFSTPHSA............TNNNQKTATTVTTSYKNSNSTT 63
NTDB id 539 SM12261 RS09395 WP 000681587.1 ....MKHLKTFYKKGFQLLVVIVISFF.SGALGSFSINQLTQKSTE............ST.SNNNSTITQTAYKNENSTT 62
NTDB id 256 KZH43 RS10270 WP 000681597.1 ....MKHLKTFYKKWFQLLVVIVISFF.SGALGSFSITQLTQKSSV............NN.SNNNSTITQTAYKNENSTT 62
NTDB id 215 SPD RS10945 WP 000681597.1 ....MKHLKTFYKKWFQLLVVIVISFF.SGALGSFSITQLTQKSSV............NN.SNNNSTITQTAYKNENSTT 62
NTDB id 181 SPR RS10425 WP 000681597.1 ....MKHLKTFYKKWFQLLVVIVISFF.SGALGSFSITQLTQKSSV............NN.SNNNSTITQTAYKNENSTT 62
NTDB id 145 SP RS11450 WP 000681597.1 ....MKHLKTFYKKWFQLLVVIVISFF.SGALGSFSITQLTQKSSV............NN.SNNNSTITQTAYKNENSTT 62
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NTDB id 280602 C7K38 RS03385 WP 123934663.1 SAVDKVQDAVVSIVNLQNTSSQESGGLFDTE...QQEDDGEEQPAGEGSGVIYKKDDDTAYIVTNNHVVAGQSGLEVLMA 157
NTDB id 381 SMU RS09890 WP 002262650.1 KAVKNVKNTVVSVINYQKTDNSY..YNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMA 140
NTDB id 425 SGO RS10525 WP 012131081.1 EAVDKVKDAVVSVITYSESNSDA..IF.....DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLA 136
NTDB id 539 SM12261 RS09395 WP 000681587.1 QAVNKVKDAVVSVITYSANRQNS..VF.....GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLS 135
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NTDB id 215 SPD RS10945 WP 000681597.1 QAVNKVKDAVVSVITYSANRQNS..VF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLS 135
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NTDB id 280602 C7K38 RS03385 WP 123934663.1 DGSRESAELVGTDTYTDLAVLKISSDNVDTVATFGDSDDLQVGEPAIAIGSPLGSDYANSVTQGIISSLNRLVSSEDDSG 237
NTDB id 381 SMU RS09890 WP 002262650.1 NGKKVVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENG 220
NTDB id 425 SGO RS10525 WP 012131081.1 DGNKVPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDG 216
NTDB id 539 SM12261 RS09395 WP 000681587.1 DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG 215
NTDB id 256 KZH43 RS10270 WP 000681597.1 DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG 215
NTDB id 215 SPD RS10945 WP 000681597.1 DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG 215
NTDB id 181 SPR RS10425 WP 000681597.1 DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG 215
NTDB id 145 SP RS11450 WP 000681597.1 DGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDG 215
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NTDB id 280602 C7K38 RS03385 WP 123934663.1 EAVSTNAIQTDAAINPGNSGGPLINASGQVIGINSSKIASSGQ..AGVSVEGMGFAIPSSDVTDIINELEQNGEITRPAL 315
NTDB id 381 SMU RS09890 WP 002262650.1 ETISTNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPAL 300
NTDB id 425 SGO RS10525 WP 012131081.1 QTIATQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPAL 294
NTDB id 539 SM12261 RS09395 WP 000681587.1 QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPAL 291
NTDB id 256 KZH43 RS10270 WP 000681597.1 QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPAL 291
NTDB id 215 SPD RS10945 WP 000681597.1 QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPAL 291
NTDB id 181 SPR RS10425 WP 000681597.1 QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPAL 291
NTDB id 145 SP RS11450 WP 000681597.1 QAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPAL 291
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NTDB id 280602 C7K38 RS03385 WP 123934663.1 GISMLDLSAIPTEQREQLLQLPDSVENGVVVQNPGSNSPASEAGMEQYDVITKVDDQEIKDTTELRAALYKRSVGDNLKL 395
NTDB id 381 SMU RS09890 WP 002262650.1 GISMANLSEASTSGRD.TLKIPSDVTSGIVVLSTQSGMPAD.GKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKL 378
NTDB id 425 SGO RS10525 WP 012131081.1 GIQMVNLSSLSSSSSD.RLKLPDNVKNGVVVRSTQTGMPAD.GKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKV 372
NTDB id 539 SM12261 RS09395 WP 000681587.1 GIQMVNLSNINTSDIR.RLNIPSNVTSGVVVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI 369
NTDB id 256 KZH43 RS10270 WP 000681597.1 GIQMVNLSNVSTSDIR.RLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI 369
NTDB id 215 SPD RS10945 WP 000681597.1 GIQMVNLSNVSTSDIR.RLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI 369
NTDB id 181 SPR RS10425 WP 000681597.1 GIQMVNLSNVSTSDIR.RLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI 369
NTDB id 145 SP RS11450 WP 000681597.1 GIQMVNLSNVSTSDIR.RLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKI 369
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NTDB id 280602 C7K38 RS03385 WP 123934663.1 SFYRDGEAQSANIKLSEDQSIIERNNN 422
NTDB id 381 SMU RS09890 WP 002262650.1 TFYREKDKQTVEIQLTKTSQDLNH... 402
NTDB id 425 SGO RS10525 WP 012131081.1 TYYRDGKEQTTTIKLTKSTDDLSSE.. 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 TYYRNGKEETTSIKLDKSSGDLES... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 TYYRNGKEETTSIKLNKSSGDLES... 393
NTDB id 215 SPD RS10945 WP 000681597.1 TYYRNGKEETTSIKLNKSSGDLES... 393
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