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NTDB id 28053 DNO RS03770 WP 012031095.1 ..MAGINKVILIGNVGKDPDMRVMTNGEQVANFSLATSMSWNDRQSGEKREKTEWHRCVAYRRIAEIIGQYVRKGSKLYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGYGQ..SQEAYQRPAQQSRQPAP...D..... 142
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGYGQ..SQEAYQRPAQQSRQPAS...D..... 142
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMNVPAQQGSWGQPQQPAKQHQ.......... 149
NTDB id 28053 DNO RS03770 WP 012031095.1 EGRLETRKWQDQSGVERYTTEIIVN....EMQMLGTVQSNNR.APQQ...............KPQRKQNARNYANQYARE 138
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGD.FGGNQGS.......GWNQAPAQTNYNQGGYSDNYAQN 146
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NTDB id 1131 NGFG RS05740 WP 003695064.1 ..APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ..APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ......PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 28053 DNO RS03770 WP 012031095.1 S.....................DGDDFVDDNVPF 151
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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