
logo MKTALI ITFL ILVI FSCVVIVVI
FHEFGHFYFFAKKRSGI LVREFSAIGMGPKLI FSAHQTAGKDGTTVYTIRAI ILPMLGGYVRMAGYWEGDEDETETELIKAT

NTDB id 280384 C7H83 RS10810 WP 103892692.1 MKTLITFLIVFSVVVVIHEFGHFYFAKKSGILVREFSIGMGPKLFSHQAKDGTTYTIRAIPMGGYVRMAGYED.EEELKA 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !!**!!!!**!*!*!!*!!!!!!*!!!*!!!!!!!!*!!!!!!*!*!**!!!!*!!!!**!*!!!!!!!!******!*!*

logo GMSPVASLETVLNGEKNDNGEKVI
R
K
R INTLSSDKRVQQVLDEQNTAI

LPLMENVTRAYDLTEEDAKLETITGFLVNLGNEETDNVAKSTYSEVNDHEDAMTI IVEEDGTQELR IAPSKD
NTDB id 280384 C7H83 RS10810 WP 103892692.1 GMPVSLEVNENNEVIKINTSSKVQLENAIPLEVTRYDLTEALEITGFVNGNEDNVASYSVNHEAMIIEEDGTQLRIAPSD 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
consensus !*!*!!*******!**!!*!*******!*!**!!*!!!***!*!!!*!*!** **!*!*!*!*!*!!!!!*!!!!!*!

logo VQFYQSNAKSLIWQGRMLLITNFAGPMNNFLI LTGI
V
V
L
L
VF IAI ILVAFLVQGGVPQNDETDSSTTNVLGI EQVDAPNNGGAAAQTVASGLKSTGDEAIVAIDNQKEDEKVSTSDWPD

NTDB id 280384 C7H83 RS10810 WP 103892692.1 VQFQSAKLWQRMLTNFAGPMNNFLLTIVLFIAIVFLQGGVPNEDSTVLGEVDPNGAAATAGLKSGDEIVAIDQEEVSSWP 239
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTN.LIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTN.LIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
consensus !!*!*!**!*!**!!!!!!!!!!*!****!!***!*!!!!****** !**!***!!!***!!!*!!*!!!!****!**!*

logo

E
SLQKQETAVLQRQEQNPTDQEKFSKGDESLSLVETVSKRDSDNQGTQEFESTVIDSAVTKPESVEPSQEGKNSQDGI

S
G
Y
Q
FLGVQSAPSVLKTGFLWKDKVIVFGGVFKQEMS

AWDEMGLAVTQAI LA
NTDB id 280384 C7H83 RS10810 WP 103892692.1 ELQQTVQQQPDE.....ELSLEVSRDDQT.FSVDATPESVESGNQDIGQLGVQASLKTGFWDKVVGGVKESWDMLVQILA 313
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVK....PQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVK....PQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
consensus *!****************!!**!*!*********** ** *!****!!!***!!!!**!!**!!****!*****!!!

logo

A
TLKNGLVITNFSLDNQKLGGPVAI

MFQMSDAQAASQEQSGALMITSVI LLDLTMAGMI
LSVINLGIVFNLLIP IPGALDGGKLI LVLMNIVI EA IRGRKP I

L
S
N
E
QEKI E

NTDB id 280384 C7H83 RS10810 WP 103892692.1 ALKNLVTNFSLDQLGGPVAIFQMSDQAAQQGAMTVLLLTAMISVNLGIVNLLPIPGLDGGKLLLNIVEAIRGKPISEEKE 393
NTDB id 323 STU RS10650 WP 011225396.1 TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
NTDB id 291 STER RS01205 WP 011680685.1 TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
consensus *!!*!*!!!!!**!!!!!!*!!!!*!!***!****!*!**!*!*!!!!*!!*!!!*!!!!!***!!*!!!!*!!***!*!

logo

G
S
M
YITLVAGFVGALVLMMVLVLMVI LAVTWNDIQMRFAFF

NTDB id 280384 C7H83 RS10810 WP 103892692.1 GMITLVGFGLLMLLMVLVTWNDIQRFFF 421
NTDB id 323 STU RS10650 WP 011225396.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus **!!!*!******!!**!!!!!!*!*!!
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