
logo

MSED
M
N
Y
L
YKEKMKKI L I LVDDNEKPEPLI LSDE I

M
I
V
I
Q
K
E
S
F
F
S
N
M
L
A
K
N
T

E
I
K
A
EGFYDNENQTVLVIATGTAAVFNQDSTGKVEKRKEAI

L
Q
S
E
K
T
Q
F
L
V
Y

G
Q
E
A
E
K
S

M
R
E
N
P
Q
S

F
PDI

LAI I LDI
V
LMLPDE I

L
G
S
DGFLSELVLMARKKTE I

V
Q
R
Q
K
I
N
T
A
S
D
H
S
T

NTDB id 413 AAK55817.1 141..845( ) .......MKKILIVDDEKPISDIIKFNMTKEGYEVVTAFNG.REALEQFEAEQPDIIILDLMLPEIDGLEVAKTIRKTSS 72
NTDB id 374 SMU RS06885 WP 002262930.1 .......MKKILIVDDEKPISDIIKFNLAKEGYDTITAFDG.REALSKYEEENPDLIILDLMLPELDGLEVAKEVRKNSH 72
NTDB id 280369 C7H83 RS05375 WP 103892232.1 MSEDYLKKKKILIVDDEPELLEMVISFLKEEGFEQIATADTVEKAIQTVQSMPPDLAILDVMLPDGDGFSLMKKVQQIAD 80
NTDB id 372 SMU RS05280 WP 002262198.1 ...MNYKEKKILILDDNPEILEMVQESLNIAGFNNLTGVQSKKEALEQLGKRSFDLAILDIMLPDGSGFEVLREIRKTST 77
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NTDB id 413 AAK55817.1 141..845( ) VPILMLSAKDSEFDKVIGLELGADDYVTKPFSNRELQARVKALLRRSQPMPVDGQ.EADSKPQPIQIGDLEIVPDAYVAK 151
NTDB id 374 SMU RS06885 WP 002262930.1 VPIIMLSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDLQILPDAFVAK 152
NTDB id 280369 C7H83 RS05375 WP 103892232.1 FPTFFLTARGEDTDRLTGLGLGADDYLVKPFLPKELVFRVLAILRRTYKEEVTL..........IQLKDCQIDFDRAEIV 150
NTDB id 372 SMU RS05280 WP 002262198.1 IPVLFLSAVSDIEKQYQGFELGADDYIVKPFRPKELELRILSILKRAYPEKDDT..........LILPTCQVNFSQALIT 147
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NTDB id 413 AAK55817.1 141..845( ) KYGEELDLTHREFELLYHLASHTGQVITREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMR 231
NTDB id 374 SMU RS06885 WP 002262930.1 KRGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMK 232
NTDB id 280369 C7H83 RS05375 WP 103892232.1 KEQEILSLTAKEYNLLNTLYRNTGRIVTIDALCEAVWGENPFGYENTLMAHIRRIRQKIEKQPSNPASLITVKGLGYKLV 230
NTDB id 372 SMU RS05280 WP 002262198.1 KGELEIQLTAKEYSILKVLYNNQNRIVTFDQLLEKVWGLQYQGYENTMMAHIRKIRQKIEANPSKPECLLTVKGLGYKLK 227
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NTDB id 413 AAK55817.1 141..845( ) NNA* 234
NTDB id 374 SMU RS06885 WP 002262930.1 SYD. 235
NTDB id 280369 C7H83 RS05375 WP 103892232.1 VEEA 234
NTDB id 372 SMU RS05280 WP 002262198.1 VS.. 229
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X non conserved

X similar

X ≥ 50% conserved


