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NTDB id 280368 C7H83 RS02905 WP 103892044.1 MAKKNVTPDSKKGGWIKKFGIGLLGGLIGGLLVIGGFYYFSNGNPFQTNEATSSSGVTDNNDDVQVSDVKVDADSDTTDA 80
NTDB id 381 SMU RS09890 WP 002262650.1 MNNT...KSHPFLKWFIPFLVI.FLTFILGVISTLTFNWITGNKSFSNNG..........K..TTVSNVIYDTKSNTTKA 64
NTDB id 425 SGO RS10525 WP 012131081.1 .MKN...SSNFFKKTLQVFIVL.LVGFIGGVAGTWGFSYFSTPHSATNNN..........QKTATTVTTSYKNSNSTTEA 65
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKH...LKTFYKKGFQLLVVI.VISFFSGALGSFSINQLTQKSTEST.S..........NNNSTITQTAYKNENSTTQA 64
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKH...LKTFYKKWFQLLVVI.VISFFSGALGSFSITQLTQKSSVNN.S..........NNNSTITQTAYKNENSTTQA 64
NTDB id 215 SPD RS10945 WP 000681597.1 .MKH...LKTFYKKWFQLLVVI.VISFFSGALGSFSITQLTQKSSVNN.S..........NNNSTITQTAYKNENSTTQA 64
NTDB id 181 SPR RS10425 WP 000681597.1 .MKH...LKTFYKKWFQLLVVI.VISFFSGALGSFSITQLTQKSSVNN.S..........NNNSTITQTAYKNENSTTQA 64
NTDB id 145 SP RS11450 WP 000681597.1 .MKH...LKTFYKKWFQLLVVI.VISFFSGALGSFSITQLTQKSSVNN.S..........NNNSTITQTAYKNENSTTQA 64
consensus *** *************** ******!*************** ** * ****************!!*!

logo VDEKNNKVQKNDTAVVSVINTLYQSEKNATSNDNSRNPSQDQSNAEYS ISYVGNFGYDI FGSGTESDQGEPNEKNDGNDKNSTGSDNETEDDGNSDELQEGQRPVIYASGSEGSGVIYRKEKDNKGDGDKDSYEAYLIVTNTNHVVIAKNDGQAEKSGKLVEDVIMVRMLASNDGKNST
NTDB id 280368 C7H83 RS02905 WP 103892044.1 VENVQNAVVSVINLQNSSPQESGGIFGTEQPEGNSEDDEEPAGEGSGVIYKEDGGDAYIVTNNHVVAGQSGLEVVMADGS 160
NTDB id 381 SMU RS09890 WP 002262650.1 VKNVKNTVVSVINYQKTDNSYYNYD.SGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGK 143
NTDB id 425 SGO RS10525 WP 012131081.1 VDKVKDAVVSVITYSESNSDAIF......DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGN 139
NTDB id 539 SM12261 RS09395 WP 000681587.1 VNKVKDAVVSVITYSANRQNSVF......GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT 138
NTDB id 256 KZH43 RS10270 WP 000681597.1 VNKVKDAVVSVITYSANRQNSVF......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT 138
NTDB id 215 SPD RS10945 WP 000681597.1 VNKVKDAVVSVITYSANRQNSVF......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT 138
NTDB id 181 SPR RS10425 WP 000681597.1 VNKVKDAVVSVITYSANRQNSVF......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT 138
NTDB id 145 SP RS11450 WP 000681597.1 VNKVKDAVVSVITYSANRQNSVF......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT 138
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NTDB id 280368 C7H83 RS02905 WP 103892044.1 REQAELVGTDAYTDLAVLKISSDNVDTVATFGDSDELQVGEPAIAIGSPLGSDYANSVTQGIISSVNRLVSSQNESGEDV 240
NTDB id 381 SMU RS09890 WP 002262650.1 KVVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETI 223
NTDB id 425 SGO RS10525 WP 012131081.1 KVPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTI 219
NTDB id 539 SM12261 RS09395 WP 000681587.1 KVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAI 218
NTDB id 256 KZH43 RS10270 WP 000681597.1 KVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAI 218
NTDB id 215 SPD RS10945 WP 000681597.1 KVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAI 218
NTDB id 181 SPR RS10425 WP 000681597.1 KVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAI 218
NTDB id 145 SP RS11450 WP 000681597.1 KVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAI 218
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NTDB id 280368 C7H83 RS02905 WP 103892044.1 STNAIQTDAAINPGNSGGPLVNAGGQVVGINSSKIASSGQ..AGVSVEGMGFAIPSNDVTDIINELEENGEIARPALGIS 318
NTDB id 381 SMU RS09890 WP 002262650.1 STNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGIS 303
NTDB id 425 SGO RS10525 WP 012131081.1 ATQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQ 297
NTDB id 539 SM12261 RS09395 WP 000681587.1 STKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQ 294
NTDB id 256 KZH43 RS10270 WP 000681597.1 STKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQ 294
NTDB id 215 SPD RS10945 WP 000681597.1 STKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQ 294
NTDB id 181 SPR RS10425 WP 000681597.1 STKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQ 294
NTDB id 145 SP RS11450 WP 000681597.1 STKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQ 294
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NTDB id 280368 C7H83 RS02905 WP 103892044.1 MLDLNTIPTEQRQRVLQIPEDVENGVVVENPGNGTPASDAGLEQYDVITKVDDKEIKDSTELRAALYEKSVGDTLKLTFY 398
NTDB id 381 SMU RS09890 WP 002262650.1 MANLSEASTSGR.DTLKIPSDVTSGIVVLSTQSGMPA.DGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFY 381
NTDB id 425 SGO RS10525 WP 012131081.1 MVNLSSLSSSSS.DRLKLPDNVKNGVVVRSTQTGMPA.DGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYY 375
NTDB id 539 SM12261 RS09395 WP 000681587.1 MVNLSNINTSDI.RRLNIPSNVTSGVVVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY 372
NTDB id 256 KZH43 RS10270 WP 000681597.1 MVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY 372
NTDB id 215 SPD RS10945 WP 000681597.1 MVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY 372
NTDB id 181 SPR RS10425 WP 000681597.1 MVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY 372
NTDB id 145 SP RS11450 WP 000681597.1 MVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY 372
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NTDB id 280368 C7H83 RS02905 WP 103892044.1 RQDDAQSVNVKLSEDQSIIESNNE 422
NTDB id 381 SMU RS09890 WP 002262650.1 REKDKQTVEIQLTKTSQDLNH... 402
NTDB id 425 SGO RS10525 WP 012131081.1 RDGKEQTTTIKLTKSTDDLSSE.. 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 RNGKEETTSIKLDKSSGDLES... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 RNGKEETTSIKLNKSSGDLES... 393
NTDB id 215 SPD RS10945 WP 000681597.1 RNGKEETTSIKLNKSSGDLES... 393
NTDB id 181 SPR RS10425 WP 000681597.1 RNGKEETTSIKLNKSSGDLES... 393
NTDB id 145 SP RS11450 WP 000681597.1 RNGKEETTSIKLNKSSGDLES... 393
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