logo iy YE A B R \_ | B 1Ko
ééZKEN FSLFA SESYRL AéBSQSBK l” 'SEIEAL:- Rzl é'E‘*VE 6§ EER : Agfﬁﬁ K

NTDB id 1029 TT RS02230 WP 011228203.1 . ............. PVMQMK RDEQ R.L E T EIED RTARLDR F AE EPGKGI® QAEVRIPALE GPGLK

NTDB id 1169 A1552VC RS11075 WP 000648511.1 MKIAT...... QTLP KN RMK{EMN S N[e]

NTDB id 1402 DSB67 RS12670 WP 010643257.1  .MKT...... IP\PQEKNMRMWK[EMN S S[&K

NTDB id 1112 NGFG RS09215 WP 003689811.1 NGGFSLFKKEKRI

NTDB id 1113 AAA85695.1 219..1451( ) NGGFSLFKKEKRI

NTDB id 1252 GC085 RS07730 WP 011213805.1 N M5 K . PPILTH .

NTDB id 280310 C4J83 RS04160 WP 124416408.1 .......... MNDAATIMA NKR.

NTDB id 1198 PSJM300 03950 AFN76868.1 N A R KIIKNSVT DIQ[¢A .

NTDB id 1016 ACIAD RS01680 WP 004920476.1 MAJNN. . .. .. KTQVMP VI A DIFK[¢T .

NTDB id 1059 ABD1 RS01610 WP 000279215.1 MAV)S. .. ... KQM PTIA DIK[¢V .

consensus * % % * * *

FIRUAT bt el et Bkt DY o Ve '
DLI\L/E 7S LIKA E N':D £y KELRES] Ti ES|; égSEY

NTDB id 1029 TT RS02230 WP 011228203.1 D IN\IF RQLATM [¢AG T QAIWNT ERQTRKF

NTDB id 1169 A1552VC RS11075 WP 000648511.1

NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1112 NGFG RS09215 WP 003689811.1 DIT FTRQL TM KAG PL QAF

NTDB id 1113 AAA85695.1 219..1451( ) DIT FTRQL TM WNAG PL QAF

NTDB id 1252 GC085 RS07730 WP 011213805.1 DIT F RQLATM @ G PLVQAF

NTDB id 280310 C4J83 RS04160 WP 124416408.1 [DEIA FTRQLAT KAG PL QAF

NTDB id 1198 PSJM300 03950 AFN76868.1 DI\ FTRQ ATM KAGVPL Q F

NTDB id 1016 ACIAD RS01680 WP 004920476.1 DIINIFTRQLATM KAGVPLVQAF

NTDB id 1059 ABD1 RS01610 WP 000279215.1 DITIFTRQLATM KAGVPLVQ F

consensus ook [N | * % | 1 sk ko ok % * ok * %k k % * EREES kxk x x| kkk DLk Ll x|

IR s Ao o o
gi’»v L IH L% g Ve L V'.—LXEV 2 EV\(K S EkL\L/%L Eﬂ?RﬁAJF

NTDB id 1029 TT RS02230 WP 011228203.1 LTDLESINNILLINRE

NTDB id 1169 A1552VC RS11075 WP 000648511.1 FISYFGAELPWIF T Q[]V

NTDB id 1402 DSB67 RS12670 WP 010643257.1 FIN4FGA LPAFTQWIV

NTDB id 1112 NGFG RS09215 WP 003689811.1

NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GC085 RS07730 WP 011213805.1

NTDB id 280310 C4J83 RS04160 WP 124416408.1

NTDB id 1198 PSJM300 03950 AFN76868.1

NTDB id 1016 ACIAD RS01680 WP 004920476.1

NTDB id 1059 ABD1 RS01610 WP 000279215.1

consensus

w11

ko okokokokkokok Pkok DIk | [

144
148
147
150
150
147
143
146
149
149

224
228
227
230
230
227
223
226
229
229



logo

NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
280310 C4J83 RS04160 WP 124416408.1
1198 PSJM300 03950 AFN76868.1

NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

logo

NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RS07730 WP 011213805.1
280310 C4J83 RS04160 WP 124416408.1
1198 PSJM300 03950 AFN76868.1

NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

<0

logo

NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
280310 C4J83 RS04160 WP 124416408.1
1198 PSJM300 03950 AFN76868.1

NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

YETARAD Yt

R
S

P GE
INTHIELRHNYREEAGLEHWEDL GIIN AJ3 EGE

0 E AR F [agsRs) FRWMEDRE L
[ GAAIR FdA |RS|4 FRMW DRL LR PI GD

* % ok % ok Xk kxkxk kX *

ki

ZTLEX

el Yk,

VGGLVEAMYLPIF LEISV [¢3R
GIL AMYLP F LGRV VLSS
T AMYLP F LGNV VEE
AMYLPIFHLGSHVENE
AMYLP F LGSEYJE.
AMYLPIF

AMYLPIF
AMYLPIF

Pokskskokok Dok DDk Dokokok ok ok ok

X non conserved
B similar
>50% conserved

R DR

A= Rk =2

* *

R ot o

406
408
407
410
410
406
402
405
408
408

* % |

onvdes e 4TI RN

I\ABlTA FSRTLAT FAAG P [ LI TAGN GN
BKAPTA FSRTLAT F AG P PALI{ T [\ GN
ER TA TFAAGVPLVDLDSTAGARGN
R TIATIMFAAGVPLVDYLDSTAGAGN
WK AI\TARF RTL JTFAAG PLV AL[ESJJAGA GN

VISKI§\ AR RTL TTFAAGVPLVMALD[RYAGAGGN]E I
MK § ARF RTL TTFAAGVPLVDALDSIAGA GN

B

LR PI|3
LR PIRGD

* x| Dk % Dxokk | Lx

H ol [ o

QMVWIGEESGE

QMVMIGEESG

QME] IGEESG LD MLIYKEAIXFYEINEVDNAV{EINL FA

QM IGEESG LD MLIYKEIAIRXEYEINEVDNAV{ERWT P

QMVAIGEESGAL IMMLMKVADFYEREV NAVDEL B

QMEAIGEESGELDRMLEKVANHYEA V@NHVDNLTS
M

P skskskskkok | * kok ok |okok ok

BEP I FILG
MEPLI

QMIAIGEESGALD ML[KVAWF YEWEVDNYVDEL T
QMVAIGEESGALD MLIKVAN YESEVDEAVDELTH

QMVAIGEESGALDEMLBK VAN
N N oy ey iy o oy !

MEPLI PE\ILG
MEPLT EILG
kok D Dkskokokok ]k

303
308
307
310
310
307
303
306
309
309

383
387
386
389
389
386
382
385
388
388



