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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVL 79
NTDB id 280245 C4J86 RS15420 WP 124371044.1 MRTGMFALALGLLTLRFLPVLPPTGWLLAMLVLAL......MLVPF...RT....YPLAFFLLGLSWACISAQWALDDRL 67
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGL......LLLPF...RW....RPLAFFLFGLVWACLNAQWALDDRL 67
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NTDB id 1426 RS RS05575 WP 011001070.1 APAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQR 159
NTDB id 280245 C4J86 RS15420 WP 124371044.1 RPTLDGETRWVEGRVIGLPQQTDTGVRFDLADS.RSRKARLPKRIRVSWHG....................GPPVRSGER 126
NTDB id 1199 PSJM300 12650 AFN78592.1 PVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYG....................GPEIRSGER 126
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NTDB id 1426 RS RS05575 WP 011001070.1 WQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARY 239
NTDB id 280245 C4J86 RS15420 WP 124371044.1 WRLAVTLKRPSGLLNFHGFDHEAWLLAQRIGATGSVKDGERLAPA..............RNALRDSLRQRLMAADAQT.H 191
NTDB id 1199 PSJM300 12650 AFN78592.1 WRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG.R 193
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NTDB id 1426 RS RS05575 WP 011001070.1 APVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAV 319
NTDB id 280245 C4J86 RS15420 WP 124371044.1 EAAVAALVLGDGSGLRTEQWQVLQDTGTVHLLVISGQHIGLLAGLIYALVAG.......MARYGCWP..RNLPWLPWACG 262
NTDB id 1199 PSJM300 12650 AFN78592.1 AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIWP..QRLPWLPWACG 264
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NTDB id 1426 RS RS05575 WP 011001070.1 AAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAAR 399
NTDB id 280245 C4J86 RS15420 WP 124371044.1 LAFMAALGYGLLAGFGVPVQRACVMVGLVLLWRLRFRHLGVWWPLLLAFNAVLLLEPLASLQPGFWLSFAAVAILVLTFG 342
NTDB id 1199 PSJM300 12650 AFN78592.1 LAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR 344
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NTDB id 1426 RS RS05575 WP 011001070.1 IVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALP.E 478
NTDB id 280245 C4J86 RS15420 WP 124371044.1 GR.......L.......GPWSVWQAWTRPQWLIAIGLFPVLLVLGLPISLTAPVANLFAVPWISLVVLPLALLGTALLWL 408
NTDB id 1199 PSJM300 12650 AFN78592.1 GR.......L.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWV 410
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NTDB id 1426 RS RS05575 WP 011001070.1 PWSQPVLIWAEASFAWLMPWLDALALPGG..SVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLAR 556
NTDB id 280245 C4J86 RS15420 WP 124371044.1 PLAGDGLLWLAGGA..LEGWFKGLTLLAGQLPAWTLAEVPLVYWLVSLAGAVLLLLPKGVP...FRLLGWPMLLLAVFPP 483
NTDB id 1199 PSJM300 12650 AFN78592.1 PWLGEALLWLAGGL..LAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAP 485
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NTDB id 1426 RS RS05575 WP 011001070.1 APAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTET 636
NTDB id 280245 C4J86 RS15420 WP 124371044.1 KESVPHGQVTVVQLDVGQGQALILRTRNHALLYDAGPRSGAV.DLGARVVLPSLKKFGVERLDMLLLSHADADHAGGAAA 562
NTDB id 1199 PSJM300 12650 AFN78592.1 DSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALA 564
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NTDB id 1426 RS RS05575 WP 011001070.1 VMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAA 716
NTDB id 280245 C4J86 RS15420 WP 124371044.1 IARGLPIRRVVGGETDGL.......PAFLGTEPCISGERWEWDGVSFVLWQW......SGAISGNAKSCVLQVQASGERL 629
NTDB id 1199 PSJM300 12650 AFN78592.1 IQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRW......PQATNGNQASCVLMVEAAGERL 631
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NTDB id 1426 RS RS05575 WP 011001070.1 MLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIER 796
NTDB id 280245 C4J86 RS15420 WP 124371044.1 LLTGDIDRAAERALLD..TPLAVPTDWLQAPHHGSRSSSSRPFVQRLAPGSVLISRGRGNAFGHPHSQVVERYRALGSRL 707
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAEL 709
consensus *!*!!!****!*!!** *** * ***!**!!!!!**!!!* !* **** ****** !**!!!!**!* !* * ! **

logo

H
L
Y

R
D
S
T
D
A
A
E
H
Q
TGALVRSVI

L
E
Q
T
L
R
G
G
A
D
F
A
G
H

G
L
P

AVR
A
R
T
V

A
R
V

A
M
R

S
R
D
M
S

E
Q
R

R
PRYFWSRSEAKPLEPVAALAETTEPTGAQP

NTDB id 1426 RS RS05575 WP 011001070.1 LRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 280245 C4J86 RS15420 WP 124371044.1 YDSAEQGAVRLQLGAFHP..AVVARSQRRFWREPLP............... 741
NTDB id 1199 PSJM300 12650 AFN78592.1 HDTAEHGALSLQLGAFGG..ARRMRDEPRFWREK................. 741
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