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NTDB id 1052 ABD1 RS15850 WP 001017033.1 ASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDET....T........GGYKY...TIERPDNLNVDLG 529
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VTKDFSQDIGIRWGVSRPTH..............LSGTLEGANELA.RGTAPANVVPLERRLNL.......DLAAAPLTG 500
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VTKDFSQDIGIRWGVSRPTH..............LSGTLEGANELA.RGTAPANVVPLERRLNL.......DLAAVPLTG 500
NTDB id 280212 C4J99 RS02070 WP 124402423.1 ANVDYDKSLGVRWGGRLSRG..............NWGAGGISKPLA.............DGAE...PPANPPSSPFVDLG 251
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ANVGYDKSLGVRWGGAYHKG..............NWSGYGKDGNIGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLG 524
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NTDB id 1100 NMB RS09455 WP 002225652.1 IT.AAANSIS..LVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKA 652
NTDB id 1092 CAD91899.1 1..2286( ) IT.AAANSIS..LVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKA 644
NTDB id 1186 GTF74 RS01320 WP 000788426.1 STSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAS...TVAFKKA 460
NTDB id 1175 A1552VC RS12105 WP 000788426.1 STSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAS...TVAFKKA 460
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ATSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGAT...SVTFKKA 469
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VTTTGASSIAFGLIS.LSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEA 595
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VSNP.AGSIAFGLIS.MSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDA 607
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VSNP.AGSIAFGLIS.MSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDA 607
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AT.PASVGIALAKL..NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKA 574
NTDB id 1257 GCO85 RS04855 WP 163621000.1 AT.PASVGIALAKL..NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKA 574
NTDB id 280212 C4J99 RS02070 WP 124402423.1 SL.TGTSGLGIAYI..TDNLLLDLELTAMEKSGNGEIVSQPKVVTSDKETARILKGTEIPYQESTSQGAT...SVSFKEA 325
NTDB id 1193 PAKAF RS26665 WP 003161249.1 AK.DATSGIGIGFI..TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...STSFKEA 598
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NTDB id 1100 NMB RS09455 WP 002225652.1 VLGLTVTPNITPDGQIIMTVKINKDSPAQCA.SGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGD 731
NTDB id 1092 CAD91899.1 1..2286( ) VLGLTVTPNITPDGQIIMTVKINKDSPAQCA.SGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGD 723
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGD 540
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGD 540
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGD 549
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LLSLEVTPNITPDGKILMELNIANDSINSYA...QNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGD 672
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LLSLNVTPSITPDGKIQMKLDISKDSVAGAA...PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGD 684
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LLSLNVTPSITPDGKIQMKLDISKDSVAGAA...PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGD 684
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VLSLKVTPQITPDGKILMDLQINQDTPSPQT...FLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGE 651
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VLSLKVTPQITPDGKILMDLQINQDTPSPQT...FLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGE 651
NTDB id 280212 C4J99 RS02070 WP 124402423.1 SLSLEVTPQITPDDHVIMAVKVTKDEPDYLNR..LNDVPPIKKNEVNAKVLVRNGETIVIGGVFSNTQSKVVDKVPFLGD 403
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ALSLEVTPQITPDNRIIVEVKVTKDAPDYQNM..LNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGE 676
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NTDB id 1100 NMB RS09455 WP 002225652.1 IPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY......... 769
NTDB id 1092 CAD91899.1 1..2286( ) IPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY*........ 761
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 280212 C4J99 RS02070 WP 124402423.1 VPYLGRLFRRDVLAEKKSELLVFLTPRIMNNQAIAVSR......... 441
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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