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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 280123 C4K03 RS19140 WP 124378419.1 MKTAMLALALGLLALRWLPAL........PPGALVLAMLVLALMLLPFRTYP....VAFFLVGLSWACISAQRALDDRLR 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQL........PSFGWLLALAPVGLLLLPFRWRP....LAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 280123 C4K03 RS19140 WP 124378419.1 PVLDGQTRWVEGRVIGLPQQTGTSVRFELADS.RSRTAPLPKRIRVSWHG....................GPTVNSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 280123 C4K03 RS19140 WP 124378419.1 RLALTLKRPAGLLNFHGFDHEAWLLAQRTGATATVKDGERLAPA..............RNAWRDAVRQRLLAVDAQGR.E 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.A 194
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LAGLFILGYGAVL IVWALMALLWARHRWSGCFIGWLPAQRTRLWLRTPLPLRMPAWQLRPAWGAACVGAL
NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 280123 C4K03 RS19140 WP 124378419.1 AGLAALVLGDGSGLTPEDWQVLQDTGTVHLLVISGQHIGLLAGLIYGLIALLARHGCWPRTW.........PWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWPQRL.........PWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 280123 C4K03 RS19140 WP 124378419.1 AFAGALAYGLLAGFGVPVQRACVMVGLVLLWRLRFRHLGVWWPLLLALNAVLMLEPLASLQPGFWLSFAAVAALVLAFSG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALP.EP 479
NTDB id 280123 C4K03 RS19140 WP 124378419.1 R.......L.......GPWSPWQVWTRPQWLIAIGLFPLLLVLGLPISLSAPVANLVAVPWISLVVLPLALLGTALLWVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 R.......L.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 280123 C4K03 RS19140 WP 124378419.1 LAGDGLLWLAGGALDGLFKGLALLAVRLPAWIPAEVPLGYWLVSLAGAVILLLPKGLP...FRLLGWPMLLLAVFPPRES 486
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
consensus * ***!*!**** * *** **!!** **!** **!***! * **! **!!*!*!** *!**! **!*******

logo

I
P
E
P
H
P
QGEQRAFVDERMVW

V
A
Q
V

L
FDI

VGQGALQSALTVI
L
L
V
E
RTARDGHHARSLLFYDTAGPRQSYGPDFLVADDAIQAGADERVI

V
F
L
VPYSLKRGKQHLGLVEGQAQRI

LDLMTLML
M
V

V
LSHEADASDHAGGTAAELTAI

V
A
M
Q

A
R

NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 280123 C4K03 RS19140 WP 124378419.1 IPHGQVDVVQLDVGQGQALILRTRHHSLLYDAGPRSGPVD.QGARVVLPSLKKLGVGQLDMMLLSHADADHAGGAAAVAR 565
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDFD.IGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 280123 C4K03 RS19140 WP 124378419.1 GLPVKRVVGGETEGL.......PGFLGTQPCNSGERWEWDGVAFELWQWA......GASDGNPRSCVLQVEANGERLLLT 632
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 280123 C4K03 RS19140 WP 124378419.1 GDIDRAAERAFLAS..PLAVPTDWLQAPHHGSRSSSSWPFLQRLAPASVLISRGRSNAFGHPHPQVMERYQALGSRVYDS 710
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 280123 C4K03 RS19140 WP 124378419.1 AEQGAVRLRLG..TFLPPTVARSQRRFWREPLP............... 741
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLG..AFGGARRMRDEPRFWREK................. 741
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