logo

NTDB id 1045 HON27 RS16330 WP 168727019.1

NTDB id 279871 C4K21 RS27130 WP 124335570.

NTDB id 1473 PAKAF RS24000 WP 003094694.1
consensus

logo

NTDB id 1045 HON27 RS16330 WP 168727019.1

NTDB id 279871 C4K21 RS27130 WP 124335570.

NTDB id 1473 PAKAF RS24000 WP 003094694.1
consensus

logo

NTDB id 1045 HON27 RS16330 WP 168727019.1

NTDB id 279871 C4K21 RS27130 WP 124335570.

NTDB id 1473 PAKAF RS24000 WP 003094694.1
consensus

logo

NTDB id 1045 HON27 RS16330 WP 168727019.1

NTDB id 279871 C4K21 RS27130 WP 124335570.

NTDB id 1473 PAKAF RS24000 WP 003094694.1
consensus

logo

NTDB id 1045 HON27 RS16330 WP 168727019.1

NTDB id 279871 C4K21 RS27130 WP 124335570.

NTDB id 1473 PAKAF RS24000 WP 003094694.1
consensus

logo

NTDB id 1045 HON27 RS16330 WP 168727019.1

NTDB id 279871 C4K21 RS27130 WP 124335570.

NTDB id 1473 PAKAF RS24000 WP 003094694.1
consensus

1

1

1

1

! ARV gl 0LVt oty
AESBQKX{iVDDEEDJRELLE|S{AR ﬁﬁgTBLAB%LEEABE%L QEHﬁDk {s Lﬁ T LE |99§EL§ T
MAEQQPLYAREAAIINE DS C LIN TL RMG.KT IMANGIVIN A [RILINRND:| DEACLTDLINLPDGSGLDLV)SH BIQNNP TP
. MGPRAS/ARRAID) PGIREELEI LGRMMBRITRSARI [CMEARBAWILAREGMFDLCL DLBILPDG GL L [8HTIQIAs8AN:AUIP
..MSRQKALIVDDEPDIRELLEITLGRMK.DTRSARNVKEARELLAREPFDLCLTD IMLPDGSGLDLV[ANIQQ)AsIP TP

kokkok Dok Dl Dokokokoskoskoskoskkokokok Dok Dl sk Dkk Dok sk sk Dk kkokokok sk Pk D Dkl DU DDkl Dkl kokokok fokok |k

o TV TR B AE DL et R L e o L R AR
AI#IT NEINV, | § A ﬁK NEEQV HDTA g LEHNL E LAIS% NS
A LTAYG) DMAIIALKAGAFDF SKPVIeAY Ly LL IS NRQKYV| HDTTENALENKLL GIRISIHPINRINLR JATIMK ARS
SRS T CP HQENY:Y QALKAGAIDFLSKPVAL ANANNBNGPIMPGSTIE. . . . . . ANIZATGPIRRENS T AJUIHK Nz QIDKLAES
A TAYGH DTAIQALKAGAFDFL KPVBL RLREL [N\ RLRN ...AEEAPVDNRLLG P RENLRNQI[GKLARS
,,,,,, sokok Dk |k | * % *x  kxk | % * % [ I N
(S SCHEL|MRL e Reeofoyl s T Mebo | Foud T FLE
QASI VT ES T KEVVABTVHELSNRi AFIAVN A SE{ ESEfF HgK SFS T TR
QAPV GESG GKE VANL HEASWWRMEMPF PAINCGAIP ELMESEMFGHKKGSFTGAQN DKQGLES® AHGG LFLDE
QAF YISGESGSGKELVAREIH QGPRINORAIFVPINCGAIPFELMESEFFGH KGSF GAIEDKEGLFQAAHGGTLFLDE
QAPVYISGESGSGKELVARLIH QGPRMERPFVP NCGAIP ELMESEFFGHKKGSFTGAIEDKQGLFQAANGGTLFLDE

Ploskokokoksk DL Do DD Dok Dl sk koo |

VL LA IRl DMR AT s BERCCL oV A
|AQ{ S QVK{{RA¥QEKé| V ngE|RVDF VTSNS QTLRL ﬁQ AL R VE
A LPL MQVKLLRA QEKIN RIJVGEBQE BVDIGR B§A HEDLDIRAVING FRQDL R 5V L PPLRER[YED L!
VADLPLAMQVKLLRA QEKAVRCVGGQQEVQVDVRILCATHKELQ HAGRFRQDLYYRLNVIELAVPPLR“R WDIEP
VADLP AMQVKLLRA QEKAVRIWVGGQQEVEAVDVRILCATHKDLJA AGRFRQDLYYRLNVIELRIVPPLRER EDIP!

Pl D sk Dbk Dok Dok Dokok |k | UL Dbk bk %

oo R gzl et NREL B AR L bl byt s

|
vt el e et LT

MEVETEPKQIEENAET Y LEQHBISRIF ARGV 1 s Si]A T I SHRHP[NILRANISNPFASAAQS

A[G[NRARL[  AIRWALNEYDFPGNVRELENMLERAITLCE | I ARPIMCIITIENSINHPA . . . ... ...

© WGHPINARL T[GA[JAYLIY YIJFPGNVRELENMLERANTLCEDDQ I[MZEDLIIL ADYNy  J¥:]n) o
[ kk kkx ok ok ok kklx x| Ikt Pl %1 x * 1 okkx *

AR AN e

IQTTVAAPQEIYVKKLP SEEGIMR @ N s D s .9 8 N MysE AN L VA K IS NN S L ARG F QRN TETEQEV 473

........ TEAPGPAQMIDIRAGYER ER LILQALEBITRWNRTAAAQRLEL FRSMRYRLKKLGL DN 442

........ [GAIIAY  WLEMYLE IER LI QALEIRTRWNRTAAAQRLGLTFRSMRYRLKKLG DS 445
! kok DL D Dok Dok Dl Dok DR Do b e ook DL DR LT D k]

X non conserved
B similar
>50% conserved

160
153
155

240
233
235

320
313
315

400
384
387



