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NTDB id 1426 RS RS05575 WP 011001070.1 IVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALP.E 478
NTDB id 279480 C4J94 RS16115 WP 256657539.1 GR.......L.......GPWSVWQVWTRPQWLIAVGLFPLLLVLGLPISLTAPVANLFAVPWISLVVLPLALLGTALLWV 408
NTDB id 1199 PSJM300 12650 AFN78592.1 GR.......L.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWV 410
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NTDB id 279480 C4J94 RS16115 WP 256657539.1 VARGLPIRRVVGGETEGL.......PDFLKTEPCVSGERWEWDGVSFVLWQW......PDAVSGNSKSCVLQVVANGERL 629
NTDB id 1199 PSJM300 12650 AFN78592.1 IQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRW......PQATNGNQASCVLMVEAAGERL 631
consensus * ***!** ********* * *** !**!*!! !**! ! ** * * !***! *!!!! * ******

logo

M
LLATGDIGDARQAQAEARAL ILVADAGTAEGAPELMAERLVMNPTARDI

WLQLVAPHHGSNRTSSSSAGRAPVFVLADQKALVSAPADEQGSVVAVLFIQSVRSGRSYGHRNRAYFGHPHSPAQVW
L
E
K
QRLYGQNAALRGAISRE I

L
R

NTDB id 1426 RS RS05575 WP 011001070.1 MLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIER 796
NTDB id 279480 C4J94 RS16115 WP 256657539.1 LLTGDIDRAAERALLDTA..LAVPTDWLQAPHHGSRSSSSRPFVQKLAPESVLISRGRGNAFGHPHSQVLERYQALGSRI 707
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAEL 709
consensus *!*!!!****!*!!**** * * ***!**!!!!!**!!!* !* ***** ****** !**!!!!**!* !*** ! **

logo

H
L
Y

R
D
S
T
D
A
A
E
H
Q
TGALVRSVI

L
V

E
Q
T
L
R
G
G
A
D
F
A
G
Q

LAGP
V

R
A
R
T
V

A
R
V

A
M
R

S
R
D
M
S

E
Q
R

R
PRYFWSRSEAKPLEPVAALAETTEPTGAQP

NTDB id 1426 RS RS05575 WP 011001070.1 LRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
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