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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVL 79
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NTDB id 1426 RS RS05575 WP 011001070.1 APAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQR 159
NTDB id 279384 C4J98 RS15510 WP 124433143.1 RPALDGETRWLEGRVVGLPQQTDTGVRFELADS.RSRKARLPKRIRVSWHG....................GPPVRSGER 126
NTDB id 1199 PSJM300 12650 AFN78592.1 PVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYG....................GPEIRSGER 126
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NTDB id 279384 C4J98 RS15510 WP 124433143.1 WRLAVTLKRPSGLLNFHGFDHEAWLLAQRIGATGSVKHGERLAPA..............RNAWRDSLRQRLMASDAHT.H 191
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consensus !*!***!!!!****!* *!! !***!! ***!*!*** !*!** ! *!!* *!**!** ****

logo

E
A
A
G
P

V
A
L
I
V
AALVLVGDQGSGI

L
A
R
S

A
Q
T

E
A
Q
DWEQRRVFLRQRDTGI

T
S
VHLLMVSVI SGLQHVITGLMI

LAGLFILGYAVLWVALML
A
M
L
W
A
RRSFGLARYWLGCIRTWPLPLQRNRMLPAWQLRPAWGAACVG

NTDB id 1426 RS RS05575 WP 011001070.1 APVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAV 319
NTDB id 279384 C4J98 RS15510 WP 124433143.1 EAALAALVLGDGSGLRAEQWQVLQDTGTVHLLVISGQHIGLLAGLIYALVAAMA.......RYGCW..PRNLPWLPWACG 262
NTDB id 1199 PSJM300 12650 AFN78592.1 AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLA.......RWGIW..PQRLPWLPWACG 264
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NTDB id 1426 RS RS05575 WP 011001070.1 AAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAAR 399
NTDB id 279384 C4J98 RS15510 WP 124433143.1 LAFAAALGYGLLAGFGVPVQRACMMVGLVLLWRLRFRHLGAWWPLLLAFNGVLLLEPLASLQPGFWLSFAAVAILVLTCG 342
NTDB id 1199 PSJM300 12650 AFN78592.1 LAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR 344
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NTDB id 1426 RS RS05575 WP 011001070.1 IVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALP.E 478
NTDB id 279384 C4J98 RS15510 WP 124433143.1 GR.......L.......GPWSVWQAWTRPQWLIAIGLFPLLLVLGLPISLTAPVANLFAVPWISLVVLPLALLGTALLWV 408
NTDB id 1199 PSJM300 12650 AFN78592.1 GR.......L.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWV 410
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NTDB id 1426 RS RS05575 WP 011001070.1 APAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTET 636
NTDB id 279384 C4J98 RS15510 WP 124433143.1 RESVPHGQVMVVQLDVGQGQALILRTRHHALLYDAGPRSGSV.DLGARVVVPALKTFGIARLDMLLLSHADADHAGGAAA 562
NTDB id 1199 PSJM300 12650 AFN78592.1 DSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALA 564
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NTDB id 1426 RS RS05575 WP 011001070.1 VMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAA 716
NTDB id 279384 C4J98 RS15510 WP 124433143.1 IARGLPIRRVVGGETEGL.......PAFLGTEPCVSGERWEWDGVSFALWQW......SDAIEGNPKSCVLQVQANGERL 629
NTDB id 1199 PSJM300 12650 AFN78592.1 IQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRW......PQATNGNQASCVLMVEAAGERL 631
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NTDB id 1426 RS RS05575 WP 011001070.1 MLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIER 796
NTDB id 279384 C4J98 RS15510 WP 124433143.1 LLTGDIDSAAERALLD..TPLAVPTDWLQAPHHGSRSSSSRPFVQQLAPRSVLISRGRGNAFGHPHSQVIERYQAQGSRL 707
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAEL 709
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NTDB id 1426 RS RS05575 WP 011001070.1 LRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 279384 C4J98 RS15510 WP 124433143.1 YDSAEHGAVRFQLGAFQ..PAIVARSQRRFWREPLP............... 741
NTDB id 1199 PSJM300 12650 AFN78592.1 HDTAEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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