logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 1103 NMB RS07590 WP 002212976.1

id 1131 NGFG RS05740 WP 003695064 .1

id 1390 A4U84 RS00055 WP 021115958.1
id 27928 PNUC RS09865 WP 011903738.1
id 1166 A1552VC RS00795 WP 000168289.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 1103 NMB RS07590 WP 002212976.1

id 1131 NGFG RS05740 WP 003695064.1

id 1390 A4U84 RS00055 WP 021115958.1
id 27928 PNUC RS09865 WP 011903738.1
id 1166 A1552VC RS00795 WP 000168289.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 1103 NMB RS07590 WP 002212976.1

id 1131 NGFG RS05740 WP 003695064.1

id 1390 A4U84 RS00055 WP 021115958.1
id 27928 PNUC RS09865 WP 011903738.1
id 1166 A1552VC RS00795 WP 000168289.1

consensus

ol

IS NKVILIGRLGRDPEVRYMPNG AVENIISVATSETWND
RANVIS NKVILIGRLGRDPEVRYMPNG AV{ENJgSVATSETWND
BRWYEVNKVI  GNLGRDP REMPNG AVJNy SVATSE WNDKWITGER E

BUISVNKVI GN GRDPERYMPEG AVEN SVATS [

WXV VKV ILIGNLCEDPEVRYMPEGEA VN
R N N EN Ty R i ey e I Ry oy

s @QEB%V&;YN i L

EGR Q RK QUEX$)GHMERINY
EGR Q RK QEBONGHERINNY o
EG LETRKWQDWMNGQ RY TEIN DR
EGRLIY

IUsksksksk |1 oxoskok | 5k sk k k% ok ok * ER

v

Pﬁ EQIAPAAPR IAUZAAAP

QAN A PREEP VPV
NGGNATR)ZQEFAQHP AAQHEP]S

REKEAR
M

X non conserved
B similar
> 50% conserved

LAY el e ek |

174
174
180
151
177

PR RUAE A O sl

BNIG RWYE TEWHMIT YRKLAEIAGQYLKKGEYRVY

MG RWYE TEWHNIT YRKLAETAGQYLKKGRVY
R EAE AGQYL KGSIQVY
TEWHR 19y GKLAETAGQYLKKGS[@VY
ATSETWRIDKINTGE[f] E TEWHR T Y@KLAE AG YL KGS[MVY
Pk Dok Do DD D skoskoskokok ok

ISDKINTGEN E

ENWNQA AQTNYNQE5/5QNQQQSRAQQQRQ

AQQSR ASDA

AQQSDFD Al
ENIKNINeeniN EN S P Y EEfe
XMI\MLGGRIPA BIGG PYDEGY
VL[EMERD SIS S G[E
TRKWIDASGQE Y TEIVAJXR TMQMLGG PVG{ES[¢
EGENLQTRKWQD®MSIGQ RY TE VjI GYNGIMQMLGGRAQ GGMP AQGGMN

GNQGS WNQAPAQTNYN

143
143
149
124
146



