logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 279240 C4K16 RS28980 WP 007929962.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 279240 C4K16 RS28980 WP 007929962.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 279240 C4K16 RS28980 WP 007929962.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 279240 C4K16 RS28980 WP 007929962.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

e b VU DBAT GRTARTL s 2 AU EEAL S AgsAOLURYDL LT ke

...... IWIGK 1B 'DDIAKIZIEPRSNSPNLEN EGM NI TAIJDGIHEALSK)AEIRNPD  Ti§* D " MIRPISLD GIN |02 - |G ]
MERERINLKVMVIDDSKTIRRTAETLLISIJGCEVITAVDGFEAL KIA NFPEIIFVDIMMPRLDGYQTCALIKNRENY I8
MEPFNANNLKVMVIDDSKTIRRTAETLLN EGCEVITAVDGFEALSKIAEBMNPDI FVDIMMPRLDGYQTCALIKNEIOW (8
* %

k Dokokokok D bk Dok Dokskoskoskskokok b skok Dokokosk DD Dok Dl DD Dok Dkokok ok Dokoskoskoskok Dok Dok Dok D1 D skoskoskokokokokokok *

i \.SiKDsI;FDW i iD@MK ’:ShEEHj&MHY%E WESAYageNASC1oE 1 11cDLQTLPDARVA

HEARERUIRSIANON] S E oV T (¢ L EANe BN ARN 9| N RIANSA RN R R TEN@ASINWVAEENASGIPEIIIGDLQILPDAFVA

RWPVIMLSSKDGLFDKAKGR VGSD@ LTKPFSK ELLSJATKAHV|eaamiuil [ {n] A | S oo
] PVIMLSSKDGLFDRAKGR VGSD YLTKPFSK ELLNAI N H VI
ke DL s b Do b Dok Dok Do Dskskese DL LD Do LD s |k k% ok

KKRGCTEVEL THREFELLHHLATHTCQV TREHLLETVWCYDYFCDVRTVDVTVRRLREK I EDTPSRPEY | LTRRCVEYY
KKRGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKTEDTPSRPEYILTRRGVGYYM

KSYD

KSYD 235
135
127

X non conserved
B similar
i >507% conserved

151
135
127

231
135
127



