
logo MRATGMLALAAGLLLSLRFLPAQLPASFIGWLALAVLAPPVVAGLLMLLPFRTWRYAPLAFLFLFLGLAVWACLVNSAQWALDDRLPEVDPLDGQRTFRWLEG
NTDB id 279225 C4K16 RS08880 WP 124336241.1 MRTGMLALAAGLLSLRFLPALPAIGWLAVLPVVALMLLPFRTYALALFLLGLAWACVSAQWALDDRLPEPLDGQTRWLEG 80
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDGRTFWLEG 80
consensus !! !!!!!!!!!! !!!!! !! !!! !**!*!*!!!!! *!! !! !! !!!* !!!!!!!!!! *!!! ! !!!!

logo

Q
RVTVGLPDQQRAREGDGVLVRFELEDGGIHRASRHRAGGR I

LPQSR I
LRLAWYGGPEP I

VRSGERWRLAAVKRLKRPASGLMVNLPQSAFDHYEAWLLAQRR IGATG
NTDB id 279225 C4K16 RS08880 WP 124336241.1 RVVGLPQQAEGVLRFELEGGRARRGRIPQRLRLAWYGGPPVRSGERWRLAVKLKRPAGLVNLQAFDHEAWLLAQRIGATG 160
NTDB id 1199 PSJM300 12650 AFN78592.1 QVTGLPDRRGDVVRFELEDIHSRHAGLPSRIRLAWYGGPEIRSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATG 160
consensus ! !!! !*!!!!! * !** *! !*!!!!!!!!**!!!!!!!!! *!!!! !*!!* !!!*!!!!!! !!!!!!
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L
A
V
EAAASESGAGWRADR I

LRQRLLQTVDEAHQGRAGAGI
LAALVLVGDGSGLSRTAEDWRVLQDTGTVHLMVI SGQHI

V
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NTDB id 279225 C4K16 RS08880 WP 124336241.1 TVKDGQLLV..AAEGGWRARIRQRLLQVDAQGRAGGLAALVLGDGSGLSREDWRVLQDTGTVHLMVISGQHISLLAAVMY 238
NTDB id 1199 PSJM300 12650 AFN78592.1 TIKAGERIAEAASSGAWRDRLRQRLLTVEAHGRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLY 240
consensus !*! ! * **! !*!! !*!!!!! !*!*!!!!**!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!* *!!***!
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NTDB id 279225 C4K16 RS08880 WP 124336241.1 VLVAGLARYGLWPGRWPWLPWACGLAFASALGYGLLAGFDVPVRRACVMVALVLIWRLRFRHLGAWWPFLLALNTVLLFE 318
NTDB id 1199 PSJM300 12650 AFN78592.1 AVVLLLARWGIWPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVD 320
consensus *! !!!*!*!! ! !!!!!!!!!!!! !!!!! !!!!*!!!!!!!*!!!*!!*!!!!!!!!! ! ! !*!! !!* *

logo PLASLQPGFWLSFTVAVALVL I LW I FGRGRLGGVPWRSWWQRASLWLTRYAIQWAL IMAI
LGLCLPAVLMLAVLGLP I

VSLSGPLANLLAEVPWI SLVLVLVPLP
NTDB id 279225 C4K16 RS08880 WP 124336241.1 PLASLQPGFWLSFTAVAVLILIFGGRLGGWRWWQSWTRIQWLIAIGLCPVLLALGLPISLSGPLANLLAEPWISLLVLPP 398
NTDB id 1199 PSJM300 12650 AFN78592.1 PLASLQPGFWLSFVAVALLIWIFRGRLGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPL 400
consensus !!!!!!!!!!!!! !!!*!! !! !!!! * !! !! *!*!!*! *! !!!!*!!!!!!!!!!! !!!!*!!*!*

logo ALLGSTFLFLLTWVPW
YLGEAGLLWLAGGLLADLVLFERGLLATL ILAAGQWQWPAWLVAPSAI

LPLWAWS ILSVALGATFLLVLLLPAGVPLRPVLGTWLPLMLALLP
NTDB id 279225 C4K16 RS08880 WP 124336241.1 ALLGTLFLTVPYLGEGLLWLAGGLLDLLFRGLTLLAAQWPAWVAPAIPLWAWSISALGAFLLLLPAGVPLRPLGWPMLLL 478
NTDB id 1199 PSJM300 12650 AFN78592.1 ALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVPLRVLGTLLLAP 480
consensus !!!!* ! !!*!!!*!!!!!!!!! *!! ! !*!* !!!*!*!*!!!!!!* !!! *!!!!!!!!!!*!! **! *
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LGAERVVFLPSLRKQLGI
L
A
ERLDLML

MLSHADASDHAG
NTDB id 279225 C4K16 RS08880 WP 124336241.1 MVFPPKNTLPYGEAEVWQLDVGQGLAVLVRTREHAMLYDAGPRLGDSDLGARVVLPSLRKLGIARLDLMLLSHADADHAG 558
NTDB id 1199 PSJM300 12650 AFN78592.1 LLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDFDIGERVVFPSLRQLGLERLDLMMLSHADSDHAG 560
consensus **!*! ** ! !!!! !!!!!! !!!!!!*!!*!!!!!!! !! !*! !!! !!!! !!* !!!!!*!!!!! !!!!



logo GADLAI
VQRAGLMPVAGARLVLVSGDEPEGRLPAAYLDPAERPSCRVSTGEQQRWQTWDNGQVNRFSLVWQRWPTDQAQTNGNQAKSCVLMMQVEAAKGERLLLTGDIDALQ

NTDB id 279225 C4K16 RS08880 WP 124336241.1 GADAVQRGLPVARLVSGDPEGLPAYLPAEPCVSGEQWQWDGVRFSLWQWTDAQNGNQKSCVMQVEAKGERLLLTGDIDAL 638
NTDB id 1199 PSJM300 12650 AFN78592.1 GALAIQRAMPVGAVLSGEPERLPAALDARSCRTGQRWTWNQVNFSVWRWPQATNGNQASCVLMVEAAGERLLLTGDIDAQ 640
consensus !! !*!!**!!* **!!*!! !!! !*! *! *! ! ! ! !!*! !* ! !!!! !!!* !!! !!!!!!!!!!!!

logo AERALLVDGTGPLMAEVENATHRWLLQAPHHGSNRSSSSAPAVFLLAKALVAAPDSAGAVL I SRGSHSGHNAGFGHPHPAQVLVEKRLYQRNQAQGATAE I
L
H
YDSTAEHQGALRSL

NTDB id 279225 C4K16 RS08880 WP 124336241.1 AERALLDTPLAVETHWLQAPHHGSRSSSSPALLKALAPSAVLISRGHGNGFGHPHPQVVERYRQQGTAIYDSAEQGALRL 718
NTDB id 1199 PSJM300 12650 AFN78592.1 AERALVDGGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSL 720
consensus !!!!!*! ** ! *!! !!!!!! !!!!* ! !*!* * !!!! **!*!!!!!! !* ! * ! **!*!!*!!! !

logo

M
QLGASFYGTEGAPRTRSLMRADEQPRRFWREKKWPLSP

NTDB id 279225 C4K16 RS08880 WP 124336241.1 MLGSYTEPTSLRAQRRFWRKWPLSP 743
NTDB id 1199 PSJM300 12650 AFN78592.1 QLGAFGGARRMRDEPRFWREK.... 741
consensus !! * * *! *!!!! ****
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