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NTDB id 278854 C6571 RS08095 WP 106446231.1 399
NTDB id 125 BSU 00870 NP 387968.1 398
NTDB id 279 KZH43 RS00140 WP 074017595.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 238 SPD RS00140 WP 074017595.1 MEGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 204 SPR RS00140 WP 074017595.1 MEGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELG 394
NTDB id 169 SP RS00155 WP 074017595.1 MFEGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
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NTDB id 278854 C6571 RS08095 WP 106446231.1 A DVIRELQ 459

NTDB id 125 BSU 00870 NP 387968.1 I PLGTPKI ANy ANMAJHAINRITSLEG . 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 LTGE'.IRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVEFARS 453
NTDB id 238 SPD RS00140 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVF A 453
NTDB id 204 SPR RS00140 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVF A 453
NTDB id 169 SP RS00155 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFAS 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 453
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