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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 278853 C6571 RS07690 WP 106448110.1 ..MASVNKVIIVGNLGRDPEMRTFPNGDKVANVTIATTDKWKDKQSGEMREATEWHRVVFNFRLAEIVEQYLRKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG.....GAPYEEGYGQS....QEAYQRPAQQSRQPASDA 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG.....GAPYDEGYGQS....QEAYQRPAQQSRQPAPDA 143
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM...NV.....PAQQGSWGQPQQP....AKQH 148
NTDB id 278853 C6571 RS07690 WP 106448110.1 EGSLRTRKWTDQAGVEKYTTEIRA....DSMQMLGSRAGSG...GGQGGGYEDGGHGAQGGDGGGYEAPRRA....APPA 147
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQT.NYNQGGYSDNYAQ....NNNF 149
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NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 Q..PMQQS.APQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 278853 C6571 RS07690 WP 106448110.1 S..RAPAA.RPAPAPAPRAASGFDDMDDDIPF 176
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRP.QPAQKPAAQAEPPMDNFDDDIPF 180
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