logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1401
1293
1251
1110

278846 C6571 RS03980 WP 106445543.

1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1401
1293
1251
1110

278846 C6571 RS03980 WP 106445543.

1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1401
1293
1251
1110

278846 C6571 RS03980 WP 106445543.

1018
1058

consensus

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

A1552VC RS11070 WP 000957200.

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

GCO85 RSO7725 WP 011946523.1
NGFG RS09235 WP 003689817.1

ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

A1552VC RS11070 WP 000957200.

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

GCO85 RSO7725 WP 011946523.1
NGFG RS09235 WP 003689817.1

ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

A1552VC RS11070 WP 000957200.

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

GCO85 RSO7725 WP 011946523.1
NGFG RS09235 WP 003689817.1

ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

1

1

1

1

sxL2 | CDRBRLCAXALLD=GY LeDesLQRALERHEREVGCRLABVLYD=Giv=sEBRIABX | EBEREC | PLVRLLRVE Y BPSEXK
MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK
.MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL

RerRREXARR LRALPFALBEexsYRVARYRP LS ESYELYEDS L CEMYEPYQA L RESY WAYAKHYPELGLEY Y Ps X
ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP. .P
RSIRPQTALNLQAFPFALE. .GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA

0 =3¢l
M seEEX X

SeRCBLSEKLCERLYSHGK | TBRRLeALRQeRTCBALCRTLYsBRAYy "EBRLYBXLAEQeCreFLeER 2
SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA

SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL

80

[eNoRoNoNoNoNoNel

158

[eNoNoNoNoNoNoNe)

237
237

[eNeoNoNoNoRoNoNe]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1

278846 C6571 RS03980 WP 106445543.

1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1251 GCO85 RS07725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1

278846 C6571 RS03980 WP 106445543.

1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1

278846 C6571 RS03980 WP 106445543.

1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

1

1

1

1

1

1

v LRRDALRY EAVPYSESR=eVEaVY E SDPREBERYRRL v NMRPXEBEY L ARPERWVEEBL e BEEREYPQBRMRLCEXLVQEGLLSR
LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR
GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR

NERa Y i Bhrt LSS ig*%%VEXL%E&/ FSAEELAE IR AgéLLDL

Y
ST IO ERSER TERXAE el el

) |

LADEEALRYRA: EnggNL%&L ==
EAMQKQERGEGREED TR Q EAIWNE A TQL YEYEPEE

TEL[¢F A PDEV SA QKQNVG[EGREEB T)S EMIFARSIBAAQLEYEFINNP IQ

Ry =S N

TQVSASHTSHPEAIR ELSIFHAQELTEQ S
EQVESEI SHPEAIMSBEFFQSHEMT)XHEESIBAEL SCTSING

EQVEASEIsMPEAIR s Gy RRIALAER SE

QYMMIKNK IBEAEQIFAL T A QN
.............. PMLFSﬁEV KSIMVAL SYSI|BMARH
MAAVDIAQKDASSIANP RKS SRTGF AEMTG ASE/WNHT ss AELLDLNA

LIRJRGV
YFIRDV

MSAF...... EKA KFKQDEMP Y|BEDNF S IRy AEN| SIRE Gl
MSAL...... DAA RAKQDT AY|RREEVH SLINNa TERS|A EJgEE

kkokkok X * % ok k% ok kkok k% kk ok * k% %k *  kokok

L EL BB ko

[SEEES

MATaQ TioeheDRifFars

BRSSPI RK I;N"<

DPPD?GAPL
NPPDPKVAL

QHE
PQEQKTVSHAE
QEMABKIEETHQ

» PHLFLKDK
TS QEPKD

317
317

[eNoRoNoNoNoNoNel

477
472
141
141
141
149
140
155
147
147



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1

278846 C6571 RS03980 WP 106445543.

1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1251 GCO85 RS07725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1

278846 C6571 RS03980 WP 106445543.

1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1

278846 C6571 RS03980 WP 106445543.

1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

1

1

1

1

1

1

st DRI AT R

Kt:gaikggwEE%'SEELéﬁikﬁ LDVEEQVE

AELSE@A. ...... KIFIN. . . ... ... KKQA .PSPLELPIHSA A QUEINMIK QNERR EVE L Q DYNSIONN;I T IHZREIND VQNAL
KGFEKEBN....... Ky, .. ...... ERNKTQQSQ.A

SIQGAANQGK|HISQDIWANE . . . . ... LQSI RISGASDIHFEPYENNYR R|R
SLGQEKSGLKIMINQDIAWAGHE . . . . . .. TENIEDLSQmINSINS RISGASDIHFEPYERNIYRVRIS
SLSHEKSGLK|AINQEIWASE . . . . ... A IDNIEDLSQDINSIZMS RISGASDIHFEPYEISQUYRVR|R
KESQGESEYV)EDS . GRAREGEEIS. .. . A QDI.TATSVTD PIVKF NK LLDA R[MGASDIHFEPYEIA®YR R
STS.LEQEL.GEGQE. . ............ E SHTLYI.NEEA [P B FIBKHLEDA REGASDIHFERYEENAR R
ANE.A DAYAGAGDFEFED ATE....... ASGGDV PIVKF jsIK LLDAISWISNASD HFEPYEEIYRVR
......... VEETHFNFDTEELDLDVE PHTT DKLKDE PIVK INK L DA RNBJASD HFEPYER®IYRVR
......... AEESSFIFNDEEFDLDVN GPTAQED APQGDE PIVK INK L DA REIGASD HFEPYEI®JYRVR

* *kkk ok * % * %k ok * ok * * * [ [ | *okok |

) R el DERVSTL T R s

ey uN] DIMR ' STLPT ' ‘GEKEYV RLL)ESY SivAN
..ﬁGSID DR STLPT GEKEV RLL[AJS S[ES
PQDGRIKL § BMMAIDEIRVSTLPTL GEKIVLRLLDSS AN
PQDGRIKLK RINMMYA TDRIRVSTLPTLFGEKIVLRLLDSSSALN
PQDGRIKLK IANEMYATDRIRVSTLPTLFGEKIVLRLLDSSSAN

RD \.Rgxfighf:‘; MAXB KIL 8 D XE&

R®DG L\
R[®DG L8

R[GDG L8

PQDG[EgK K BKME AIDFRVSTEPTEJAGEK V R
PQDGR [LpgNK[e J DFRVSTLPTLFGEK V R
PQDGR KLK (g3 WIDFRVSTLPTLFGEKIV R
PQDGRIKLK BKES BIDFRVy LPTLFGEKIVLR
PQDGRIKLK BK@S AIDFRVW LPTLFGEK VLR
PUE Pookokokokok ko skokok [k Pl DD Dok Dok Dok Dokokokok

'—W:UW:UW:UW:UW:U::I:)

P bk | okokok * % * |k ok ok k IoIx

TGPTGSGK FlT
TGPTGSGK Iy [
TGPTGSGKTVSLYTGLKJILNTEJY] NISTAEDPVEINLEGINQV
TGPTGSGKTVSLYTGLSI L NJJ NISTAEDPVEIFLPGINQV
TGPTGSGKTVSLYTGLNILNQP NISTAEDPVEINLEGINQV

TGPTGSGKTV LYT LNILNTH NISTAEDPVEI[§ PGINQV
TGPTGSGKTVSLYTELNILNTES s TAEDPEEINLPGINQV
C S

TGPTGSGKTVSLYT{YLN LN[gP{§ NI TAEDPFEINLPG NQV
TGPTGSGKTVSLYTGLNILNT|H¥ANISTAEDPVEINLIAG NQV
TGPTGSGKTVSLYTGLNILNTISSINISTAEDPVEINLIAGINQV

% Pl % %k x o e N N N N N N s | okokokokokokokok | kok Dok |1 Lok Dokokokok | ko | skok ok ok ok ook | ok

539
536
214
214
214
223
204
227
218
218

617
614
293
293
293
302
284
306
297
297

697
694
373
373
373
382
364
386
377
377



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1401
1293

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
278846 C6571 RS03980 WP 106445543.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1251 GCO85 RS07725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
278846 C6571 RS03980 WP 106445543.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
278846 C6571 RS03980 WP 106445543.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

TR D LE e AT s el srl s

Q
MVGEIRDLETAEIA KAAQTGHLVLSTLHTNSAAET MRLEINMGVEIZFN ASS
MVGEIRDL TAETIAIKA QTGHLVLSTLHTNSAAET MRLEINMGVE FN ASS
MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET MRLEINMGVE FN ASS

AL

CEFAIMALRSFLRQDPD
CEAIMALRSFLRQDPD
CFAIMALRSFLRQDPD

PATL R IMNMGVENEFNIASSV LI AQRLH
TFAWYAL SFLRQDPDIIMVGEIRDLETA I IKAAQTGHLVLSTLHTN
TEFAINALRSFLRQDPDIIMVGEIRDLETAETATIKAAQTGHLV STLHTN)Y

B A

TFARMAL SFLRQDPDIIMVGEIRDLETA TAIKAAQTGH VESTLHTNI

AAETLTRLIANMGVEY FNIA SVML IAQRLA

e 1T

YK RMLZE\L/LQQB@ ih

GGTGYKGRY

11 skosk sk sk ok k ok k

;\Eﬁ&%lﬁm@m Qi’% creRXRAYl) MR Ao

. GAR| G GCER

DUk okor ot x *

e eyt Res el [V

K

@

E MKIMIQGIT LEEVLARTI. 889

D INMQG T LEEVINN TGRS

RIPAK . I GITSEAE 562

KT . IQG I TSIRIE 561

K QG ITSIEE 561

K I\ GIT EEV 574

D NIQGITSLEEV 558
MKIN$HG TSLEEV TNL 578
K MQG TSL E RVTHE 570
K QG TSL EV RVTE 570

Pk sk Dok Dokokok |okokokokk ok

X non conserved
B similar
> 507 conserved

7
774
453
453
453
462
444
466
457
457

854
851
527
526
526
539
523
543
535
535



