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NTDB id 278835 C6568 RS11975 WP 106684319.1 MTASTASILVVDDEPDLRTLYELTLLREGYRVETAASVAEAREQLAQHSFDAVITDMRLPDGFGMDVLTLLRDEQRPERC 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 278835 C6568 RS11975 WP 106684319.1 VVMTAYGSAENAVEALRTGAFDYLTKPVDLKQFRAVVASAVQGVGGVPTPQRAGRAGSARTGTEASNAALQRLIGESAAM 160
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP................EAEEAPVDNRLLGESPPM 142
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKV.............EHDTTENALENKLLIGRSLPI 147
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NTDB id 278835 C6568 RS11975 WP 106684319.1 RAVKERIAKVARSMAPVLVRGESGTGKELVARALHASSQRAGGPLVAVNCGAIPENLLEAEFFGARKGSYTGATQDREGY 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RALRNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGL 222
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QQLRIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGL 227
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NTDB id 278835 C6568 RS11975 WP 106684319.1 FQAARGGTLFLDEIGDLPLAMQSKLLRAIQERSVRPLGSTQEEAVDVRIVSATHRDLAADVQAGRFRQDLYYRLNVIELL 320
NTDB id 1473 PAKAF RS24000 WP 003094694.1 FQAASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELR 302
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ILSAHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLI 307
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NTDB id 278835 C6568 RS11975 WP 106684319.1 IPPLRERREDLPALCAHLLARIAQESGAPVAQLSGQALAQLARHPLSGNVRELENLLHRAVALGEGAQLDLDAAAPLAAA 400
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VPPLRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP 382
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LPPLRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLR 387
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NTDB id 278835 C6568 RS11975 WP 106684319.1 AQ..TPPAPAAP....AAAAP.ATPTPLPSDLQGWLDQQEREILIRALHACGYNRTATATRLGISLRQIRYRIDRLNIPL 473
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GAS................QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID. 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ANISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDT 467
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NTDB id 278835 C6568 RS11975 WP 106684319.1 PQGGEAADDTPES 486
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ............. 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ETEQEV....... 473
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