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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 278802 C6570 RS01415 WP 106701388.1 MGLSQVQSRALLGLAAPAVTVEVHLANGLPSFTLVGLADVEVKEARERVRSALLNSGLAFPHNQRITVNLAPADLPKDSG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPA.RRITINLAPADLPKEGG 79
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRARE.EGFKGIILPKQNTREAAIVNDLEVYGV 156
NTDB id 278802 C6570 RS01415 WP 106701388.1 RFDLPIALGILAASGQIDGARLAGWEFAGELSLSGELRPVRGALAMSAALHRTGEHAQLVLPPGSAEEAALVPGMPVFRA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAH..KDNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAH..KDNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAAN..QVERCLVVPHSNGDQAALVGVERHKSA 157
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAAN..KKQRHLVVPHANGDQAALVGKEQHKSA 157
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQ..KSKRELIIAKQNANEASLVSDQNTYFA 157
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAAS..KAKREIIVPQQNANEVSLVSNTQTYCA 157
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ENIKEVIDFFNENCPLEPTKVNTREEF...HKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAKR 233
NTDB id 278802 C6570 RS01415 WP 106701388.1 RHLLDVVAQFLPAAAGEPPDAEGWSRVRPPAHSAAPPYADMADVKGQAAARRALEIAAAGAHSALLIGPPGTGKSMLAQR 240
NTDB id 1271 LPP RS03220 WP 011213198.1 NNLREVCDYLCQGTSL.QSL.PPKPD.L....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKR 230
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NNLREVCDYLCQGTSL.QSL.PPKPD.L....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKR 230
NTDB id 1153 A1552VC RS00115 WP 000521788.1 QSLLEVCADLCGQQTL.SLF.QSSPS.V....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASR 230
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QSLLEVCAELCGQHQL.NLY.QTPKK.K....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASR 230
NTDB id 1349 HI 1117 AAC22771.1 QTLLDVVQFLNGQEKL.PLA.TEIVK.ESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLASR 234
NTDB id 1387 A4U84 RS06900 WP 020457569.1 STLLQVVNFLNNRDQL.PIA.QQLSQ.NIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLASR 233
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NTDB id 1323 RA0C RS07335 WP 004916218.1 IPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEFKR 313
NTDB id 278802 C6570 RS01415 WP 106701388.1 FAGLLPPMDEDEALQSAAIASLGG.TFQ.LAQWGQRPTRAPHHSASAVALVGGGSPPRPGEISLAHEGVLFLDELPEFPR 318
NTDB id 1271 LPP RS03220 WP 011213198.1 FSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNR 309
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNR 309
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LCDLLPEMSDEEAMETASIASLTQQEIN.QHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEFER 309
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LCDLLPEMSDEEAMETASVASLTQSEIN.EHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEFDR 309
NTDB id 1349 HI 1117 AAC22771.1 LTGLLPEMTDLEAIETASVTSLVQNELN.FHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEFER 313
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LADLLPEMEDDEAIETASVTSLVQNELN.FQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFER 312
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NTDB id 1323 RA0C RS07335 WP 004916218.1 TVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDIHIEVQ 392
NTDB id 278802 C6570 RS01415 WP 106701388.1 AALEALREPLESGHITISRAAQRAEFPARFQLIAAMNPCPCGYLGSRVRACRCTPDQVARYQGKLSGPLLDRIDLHVEVA 398
NTDB id 1271 LPP RS03220 WP 011213198.1 QVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIH 389
NTDB id 1248 GCO85 RS03150 WP 011213198.1 QVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIH 389
NTDB id 1153 A1552VC RS00115 WP 000521788.1 KVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDMSIEIP 387
NTDB id 1397 DSB67 RS15690 WP 005535577.1 KVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDMSLEIP 387
NTDB id 1349 HI 1117 AAC22771.1 KVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDLSIEVP 391
NTDB id 1387 A4U84 RS06900 WP 020457569.1 KVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDLSIEVP 390
consensus *!* *!*!!!**** !!!! *** *!!*!******!!*!*! * * ** * !!* *!!*!*!!! !* ***

logo

K
S
L
A
V
L
E
S
P
A
F
K
Q
D
T
E
G
A
Q
S
T
ELALIQSEDKNAKNTGPTNDTGPQRHDKPLREGKEPQSTSTELAI

Q
A
A
I
V
K
R
A
K
Q
E
K
R
C
V
N
V
W
T
L
A
E
Q
V
K
V
M
A
H
R
D
H
Q
E
C
L
R
I
A
M
Q
F
Q
L
M
N
E
ARARYSQQDGDLAIT

S
K
P
Y
I
L
VNQAAYLNQMLTGQNGPTSQRKATELCIDEHRAMQHYDFVACRKPELLNQTDGAEDKSKRSVAEASEDLTQAFQELLF ILKTREKSTENVAAMLAENTHSRKLNKGW

LS IVARGATY
NTDB id 1323 RA0C RS07335 WP 004916218.1 KVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSARAY 470
NTDB id 278802 C6570 RS01415 WP 106701388.1 SLPATELLDA..PPGEPTAAVRARCVAARQRALARQG....TPNQALQGQALDAHARLDAAATQFLTTAAARLGWSARAT 472
NTDB id 1271 LPP RS03220 WP 011213198.1 ALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGY 465
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGY 465
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRAY 462
NTDB id 1397 DSB67 RS15690 WP 005535577.1 ALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRAY 462
NTDB id 1349 HI 1117 AAC22771.1 LLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRAY 466
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRAY 466
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NTDB id 1323 RA0C RS07335 WP 004916218.1 DRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 278802 C6570 RS01415 WP 106701388.1 HRALKVARTVADLAGSDTVGTAHIAEAVQYRRALHGAAA...... 511
NTDB id 1271 LPP RS03220 WP 011213198.1 HRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 HRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 HRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 HRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 HRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
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