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NTDB id 278746 C4901 RS02995 WP 110136067.1 MKQTLDLRIGQHLTITPQLQQAIRLLQLSSIELEQEIREVLEKNPLLEEADHADGEEAAAE..EPAEA........VTA. 69
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
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NTDB id 278746 C4901 RS02995 WP 110136067.1 .DEVRDDGEGDADPAEL......DWEGDYEPAPSSS........GSGDEDNDTNFEARNSRPTSLRDHLLWQLQMTPFSD 134
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEP.TQREFLMEQLAPLKLSP 159
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NTDB id 278746 C4901 RS02995 WP 110136067.1 RDRLVAIAIIDAIDEDGYFVGGVDDILATLPD.MELAADEVEAVLHQVQNFDPVGVAARHLGECLDLQLRRLDPATPYRD 213
NTDB id 1425 RS RS02020 WP 011000369.1 RDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSPAKP.. 237
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NTDB id 278746 C4901 RS02995 WP 110136067.1 AARLLTDPTHLKLLGQRDFKEIKRLTHLDSETLGPAMALLKGLNPRPGSHVSTAPNAYVVPEILVKKRRGSWRADLNIAA 293
NTDB id 1425 RS RS02020 WP 011000369.1 .LALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDV 316
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NTDB id 278746 C4901 RS02995 WP 110136067.1 MPRLRINNHYERMIQRGRGSAQDRFLHDHLQEARWFLKSLQSRNETLLKVARVIVDRQRGFFDHGPEAMRPLVLHDVAGE 373
NTDB id 1425 RS RS02020 WP 011000369.1 MPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADT 396
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NTDB id 278746 C4901 RS02995 WP 110136067.1 VGMHESTVSRVTTNKYMMTPRGIFELKYFFSSHVGTADGGTCSATAIRSLIRKIIEAEPPDRPISDSKIADLLLEQGINI 453
NTDB id 1425 RS RS02020 WP 011000369.1 LGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVV 476
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NTDB id 278746 C4901 RS02995 WP 110136067.1 ARRTIAKYRESLSIPPSSQRKSLV 477
NTDB id 1425 RS RS02020 WP 011000369.1 ARRTVAKYREALKIPAVNLRKSL. 499
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