
logo MRTADELRLSRVLQGSESEPQGQRR I LRLYHFLYRLSTIGLAVL IVLL I SSENLDEDEQLVLDKLVVHI
PELFHRTVGSWCVYL IVFLNI L IVALVFLLVPQPRPSKRHQLLMPQI

LF
NTDB id 278670 C7A17 RS04875 WP 106736963.1 MTADLSVQGSPQGRRILRLYHFYRLSIGLALILLISSNLDEQLLDVVHIELFRTGSWVYLILNILIAVLVQRPKHLMQLF 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
consensus ! !* *!! !!!!!!! !!!*!!! !*!!!!! !**!*! *!!*!!!* !!!*!!* !!!*!* ******!***!
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SLALTVDVI

L
F
MLCSAGLFYAAGGGTVPSGIGNSLLVVAVAIANI LLRGR IGLLVIAAAIAAS ILAGLMI

LYLTFFYLSLSRSPADAATANHQYVQAGAGLG
NTDB id 278670 C7A17 RS04875 WP 106736963.1 SLALVDVIFLSALFYAAGGTPSGIGNLLVVAVAIANILLRGRIGLLIAAIAAIAMIYLTFYLSLSRPAAAAQYVQAGALG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!! !!* !**!!!!*!! !!!!! !!!!!!!!!!!!!!!!!!!*!!! ! ****!!!!*!!!! ! ! *!!!!!*!!
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VRRLQEQQVSTESTLAEEQRAAEDTVANLEELNAELQI LQRMRTGI LVLVDSTQRHQAR I

VLLANQAGALTGQLLGRQRDGDELVQSGAKI
S
I
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D
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NTDB id 278670 C7A17 RS04875 WP 106736963.1 ALCFAGALFIQGITRRLQVSESLAEQRAADVANLEELNEQILQRMRTGILVLDTQHRVLLANQGATQLLGRGELSGKIID 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !!!!*!! !!** !! *!*!!! !! !!!!!!!! !!!!!!!!!!!*!* * *!!!!!*! !! ** ! *

logo

P
RHCSPEMLMVHKCRLMKQQWLRHLNPSTLRPDPSTLKQAVQVPVDGPTVLVQPSF I SLNQREGDDQQHTVL IVFLDEDI SQIAQQAQQLMKLAGSLGRLTAGIAHE

NTDB id 278670 C7A17 RS04875 WP 106736963.1 PHCPELVKRLQQWLHNPTLRPDSLQAQVDGPVLQPSFISLQRGDQQHTLVFLDDISQIAQQAQQLKLASLGRLTAGIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus *!*! !**** !! *!!*!!!**! *!!! *!!!!!!!*! ! !! !*!!*!!!!!!!!!!!*!!! !!!!!!!!!!!

logo I RNPLGAI SHAAQLLQESEDELDQAGPDQRRLATQI IQDHQSKRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWLHQRFAVDSEFYPRGNRSALPRND
NTDB id 278670 C7A17 RS04875 WP 106736963.1 IRNPLGAISHAAQLLQESEDLQGPDQRLAQIIQDHSKRMNLVIENVLQLSRRRQAEPQLLDLKYWLHRFASEFRNSAPND 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!!!!!!!!!!!!!*! *!! !! !!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!! !!*!! !** *!!
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LHLEQLTGQAGGDS ILQTRMDPHQLNTQVLSTNLVQNGLRYSAQAKHGRLRGQVWLRSLAFRDEPAESDLPVLE I ILDDGPGVPAPDEKLELNQHNI

LFEP
NTDB id 278670 C7A17 RS04875 WP 106736963.1 RQIHLETQGGSLQTRMDPHQLTQVLTNLVQNGLRYSAQKHRLGQVWLRLFRDEASDLPVLEILDDGPGVPPELEQHIFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus *!! *! *!!!!!!!!! !!!*!!!!!!!!!!!! ! !!!!! ! !!* !!!!!!!!*!!!!!!!** ***!!!

logo FFYTTENSKGTGLGLYI
LSRELCEQGSNQAR I

LDYKRNPREEGGGGSCFR ITFAHPRKLS
NTDB id 278670 C7A17 RS04875 WP 106736963.1 FYTTENKGTGLGLYISRELCQGNQARLDYKPREGGGSCFRITFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !*!!! !!!!!!!!*!!!!! !!!!*!!**!! !! !!!!!!!!!!!!!



X non conserved
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X ≥ 50% conserved


