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NTDB id 278624 IBB3154 RS02830 WP 164479802.1 MLQELSIRDFAIIDEIQISFQPKMTVLTGETGAGKSIIIDALGLLAGGRGSTEFIRKGEKKAVIQGLFTLPREANTYNIL 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
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NTDB id 278624 IBB3154 RS02830 WP 164479802.1 EEYGIDSEDGQIILQRDLYRGGRNICRINGMMVNLATLRKVGETLIDIHGQNEHQELMKPENHIDLLDEYDKKTSEL.RI 159
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
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NTDB id 278624 IBB3154 RS02830 WP 164479802.1 QYQVVYQNYRKLKLSMEKKEADEKAWAQRLDMLNFQVKEIEEAGLKINEEDELVEEKNKLDNFQAIHDALELSYQILSGE 239
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
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NTDB id 278624 IBB3154 RS02830 WP 164479802.1 KIDVVGNLGNAMNELSDVSDLSENLQEINTKISDAFYSLEDAARDISDELDSMEWNGERLNEIEERLELIHQLKRKYGDT 319
NTDB id 352 BSU 24240 NP 390304.2 QG.GLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
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NTDB id 278624 IBB3154 RS02830 WP 164479802.1 IEDILHYHSRIVKELREMENAEQNSEKQERQLSEALEKVKELAIKLSKQRKKSAKKLEKMIHEQLSALYMDKAVFEVKFL 399
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
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NTDB id 278624 IBB3154 RS02830 WP 164479802.1 NN...............SKLYSKGIDKVEFYIQTNPGEEMGPLAKIASGGELSRIMLALKTIFSQKMGVTSIIFDEVDTG 464
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus *************** ! !!! ! ! ! !!*!!** *! !*!!!!!!!!*!!!*!*!!! !!!!!!!!!!!!

logo VSGRVAQAIAEKIHSKQI
VS INGNSQVLC ITHLPQVAAI

MADNTHLYYIASKESLVKNDGRTETTRSLVKEPLDSEKKQEQKI
V
A
RE IAGRMI

L
A
SGSVE I

VTDELTKL
NTDB id 278624 IBB3154 RS02830 WP 164479802.1 VSGRVAQAIAEKISQISNNSQVLCITHLPQVAAIADNHYYISKSVNDGRTETSLKELDEKQKIREIARMLSGSEITELTL 544
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
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NTDB id 278624 IBB3154 RS02830 WP 164479802.1 KHAEELIKMSK...... 555
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
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