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Dl A A

MWWFEKIEAY LLL NCQM ENL TH YDA EQN JJYLGAEGARJIN W NEWKL JNLL KEEWR QF FIKAMQ QLQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS

B ok ST S AL

NHQFTPD IGFI LYLLENL KpBL EIGSGTGNLA T NN SKS DY GIE DDLLIDLSASIA DSSEHF QEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR

LR LB et L ENLALARG A A ALY

PQ LKESDI ISDLPVG YPNDINTAIMRYISVA BIWHTYAHHLLMEQSLKYLKK GIJAIFLAPV LLTS)gQSELLKWLEY pNe
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL

W RS eV Es N4 20 s et AR ol

A I LP TF[QgSNEAKSIVL[NKQ sty E FVYP RIDLIGWAENR  IFMEENFKKWKIRSIN VI 317
AVISLPEATIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317

K non conserved
B similar
>507% conserved
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