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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 278131 C6Y56 RS20745 WP 169431445.1 MRTGMMALAVGLLAPVFLPALPP........VGWVLLLPVVALMLLPFRS....YPLAFLLFGFVWSCIGAQWALDDRLP 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPS........FGWLLALAPVGLLLLPFRW....RPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 278131 C6Y56 RS20745 WP 169431445.1 LELDGETRWVEGRVVGLPQSGDGVVRFELADARS.RHGKLPSLMRLAWYAG....................PPVNSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 278131 C6Y56 RS20745 WP 169431445.1 RLAVKLKRPGGLLNPDAFDYEAWLLAQRIGATGTVKDGNRLAA..............AQWAWRDGIRQRLLEVDTQG.RG 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG.RA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 278131 C6Y56 RS20745 WP 169431445.1 AALTALVLGDGSGLGREDWQILQDTGTVHLLVISGQHIGLLAAVMYGLIAG.......LARFGLW..PLRWPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIW..PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 278131 C6Y56 RS20745 WP 169431445.1 AFSAALGYGLLAGFDVPVRRACVMVALVLLWRLRFRHLGAWWPLLLAFNGVLLMDPLASLRPGLWLSFTAVAVLIFTFGG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 278131 C6Y56 RS20745 WP 169431445.1 .......RLG.......PWRWWQTWTRAQWLIAIGLCPVLLIQGLPISLSGPLANLLAVPWISFAVLPPALLGTLLLPIP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 .......RLG.......VPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
consensus *** ****** **!*****!!*!**!******!*****!!*!!*!**!****!*!!*!* *!**!



logo

Y
W
I
L
S

Q
G
P
E
A
G
VL ILWALEAAGSGFLALVADWGLVMLPFERWALDLALAI LAPGGRWGQWSPVAWLVAPSVSAALMPAGLWI

A
L
W
A
G
SLAGVACVI

L
VGATVLPVVLLLVLPAGRGYVRPAWAW

LRAPVQLGATWLPVLLALVPMLALFLPARPADREPSAR
NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 278131 C6Y56 RS20745 WP 169431445.1 YIGEGLLWLAGGLVDGLFRALALIAGRWPAWVAVSMPGWILALGCIGAVLLLLPRGVP...LRPLGWPLLLVLALPPRER 486
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 278131 C6Y56 RS20745 WP 169431445.1 LAEGVADVWQLDVGQGLAILIRTRHHTLLYDTGPRFGDF.DVGERVVLPALHKLGVARLDLMLLSHADADHAGGALAVAN 565
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 278131 C6Y56 RS20745 WP 169431445.1 GLPVSRVISGDPPGLPE.......ALSAETCESGRQWQWDGVAFHLWQWA......GAQDSNQRSCVLQIEANGERLLLT 632
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPERLPA.......ALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 278131 C6Y56 RS20745 WP 169431445.1 GDIDTAAERDLLNSV..LAVPTQWLQAPHHGSRSSSSMALLKVLQPRDVLISRGHGNSFGHPHPTVIARYRKLGLRIHDS 710
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARS..MRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 278131 C6Y56 RS20745 WP 169431445.1 AEQGAIHLQLGR....FQPARSMRQQRRFWREPPLPGAEYR......... 747
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGA....FGGARRMRDEPRFWREK................. 741
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