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NTDB id 27808 GTNG RS12270 WP 029760727.1 ............................MDDIEQVANRLLAEAVQRRASDLHLVPRRHDAIIRLRLDGMLIDVGTISKETAERVI 57
NTDB id 96 BSU 24730 NP 390353.1 ............................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLI 57
NTDB id 1384 A4U84 RS08525 WP 010787006.1 NALSPEQQPIYEESELAFVEQEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQLASRLI 170
consensus *! !*** *!* *** *!!!*!**!!* **!!**!*!**!* ****** * !*!

logo

V
S
R
H
I
FKLFLSAAGKLMDI SGELRRKQRPQDNSGAQSFLMESTFLVKNTELTAKLSAEGDEGNTLVDHYFLRLMVSSTLPTLINYDEGEKSLVLIRVLLMQKPNQKRYPFNTI

S
F
L
P

D
P
S

F
I
L

D
L
R

E
K
QLGSFLNFSPHKQQSTGQTTARTLFLNSAFMLQKHQSPHQGML ILV

NTDB id 27808 GTNG RS12270 WP 029760727.1 VHFKFLAGMDIGERRRPQSGAMEVNE.SGETVYLRLSTLPTLYDESLVIRLLPQR.FSLPLRELSLFSHSTARLFSFMQQPQGLV 140
NTDB id 96 BSU 24730 NP 390353.1 SHFKFLSAMDIGERRKPQNGSLTLKL.KEGNVHLRMSTLPTINEESLVIRVMPQY.NIPSIDKLSLFPKTGATLLSFLKHSHGML 140
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NTDB id 27808 GTNG RS12270 WP 029760727.1 LLTGPTGSGKTTTLYTLLDVCQAERQRNIITLEDPIEKRNDRFLQVQINEKAGITYAASLKAALRHDPDVLMVGEIRDHDTAAIA 225
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NTDB id 27808 GTNG RS12270 WP 029760727.1 LFDVIRSLSGEGE.QR.LRPHLTLARLIRKGIALGYLPTRALELVGGGER. 356
NTDB id 96 BSU 24730 NP 390353.1 LQQCIQEAKGNHA....NYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
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