logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

277956 SPV RS09870 WP 000250534.1

275
234
200
165
533
505

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

KZH43 RS09240 WP 000250534.1
SPD RS09870 WP 000250534.1

SPR RS09405 WP 000250534.1

SP RS10355 WP 000250534.1
SMSK321 RS09215 WP 000250512.1
SM12261 RS00970 WP 000250509.1

277956 SPV RS09870 WP 000250534.1

275
234
200
165
533
505

consensus

KZH43 RS09240 WP 000250534.1
SPD RS09870 WP 000250534.1

SPR RS09405 WP 000250534.1

SP RS10355 WP 000250534.1
SMSK321 RS09215 WP 000250512.1
SM12261 RS00970 WP 000250509.1

|

I LU L RS LR EL R Y

ORI LELL

MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK

MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK
MVQNSCWISKSHKVKAFTLLESL ALIVISGELLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEMELDRSQFEK EGNR YMK

MVQNSCWIRSKSHK KAFTLLESL ALIVISGHLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEEELDRSQFEKVEG R YMK
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S
QDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
QDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
QDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
QDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
QDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
QDGKDI IGKWXSDDFRKT AFGRGYQPMVYGLKSIWITEDNQLVRF FQFQKGLEREFIYRVEKHKS 153

QDGK TAIGKSKSDDFRKT ABJGRGYQPMVYGLKSIWWITE NQ VRF FQFQKGLEREFIYRVEKREIKS 153
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