
logo MERI STWDNQYFMAQSHLLALRSTCPTRLASVGATIVRDKR I
MIAGGYNGS IAGGAVHCATDEGCLYMVIDDGHCAVRTIHAEMNAI LQCAS

NTDB id 27787 GC56T3 RS05245 WP 013144692.1 MERITWDQYFMAQSHLLALRSTCTRLAVGATIVRDKRIIAGGYNGSIAGGAHCTDEGCYVIDGHCVRTIHAEMNAILQCA 80
NTDB id 106 BSU 25580 NP 390436.1 MERISWNQYFMAQSHLLALRSTCPRLSVGATIVRDKRMIAGGYNGSIAGGVHCADEGCLMIDDHCARTIHAEMNAILQCS 80
consensus !!!!*! !!!!!!!!!!!!!!!!*!! !!!!!!!!!!*!!!!!!!!!!!! !! !!!! *!! !! !!!!!!!!!!!!!
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NTDB id 27787 GC56T3 RS05245 WP 013144692.1 KFGVPTEGAEMYVTHFPCLHCCKAIIQSGIRAVYYAQDYKNHPYALELFAQAGVRLVQVPLKTDVFALLSGG........ 152
NTDB id 106 BSU 25580 NP 390436.1 KFGVPTDGAEIYVTHYPCIQCCKSIIQAGIKTVYYAEDYKTHPYAQELFEQAGVTVEQVELDEMIVDLKNREKLSFVAGL 160
consensus !!!!!!*!!!*!!!!*!!**!!! !!! !!* !!!! !!! !!!! !!! !!!! * !!*! * ! ********
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NTDB id 27787 GC56T3 RS05245 WP 013144692.1 GGEA......................... 156
NTDB id 106 BSU 25580 NP 390436.1 IGKLADAGLAEEELKKIHEQANTLFTSYV 189
consensus ! *************************
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