logo

NTDB id 1038 HON27 RS01510 WP 000993725.1
NTDB id 1197 PSJM300 03940 AFN76866.1

NTDB id 1192 PAKAF RS23870 WP 024947914.1
NTDB id 277680 PC2016 RS14545 WP 269459735.1
NTDB id 1191 AAC28468.1 484..945( )

NTDB id 1119 NGFG RS11465 WP 017147169.1
NTDB id 1109 OK783 RS10670 WP 157147416.1
NTDB id 1424 RS RS02795 WP 011000517.1
NTDB id 1002 ACIAD RS15100 WP 004923779.1
NTDB id 1258 GCO85 RS09745 WP 014844212.1
NTDB id 1274 LPP RS09530 WP 011214168.1
consensus

logo

NTDB id 1038 HON27 RS01510 WP 000993725.1
NTDB id 1197 PSJM300 03940 AFN76866.1

NTDB id 1192 PAKAF RS23870 WP 024947914.1
NTDB id 277680 PC2016 RS14545 WP 269459735.1
NTDB id 1191 AAC28468.1 484..945( )

NTDB id 1119 NGFG RS11465 WP 017147169.1
NTDB id 1109 OK783 RS10670 WP 157147416.1
NTDB id 1424 RS RS02795 WP 011000517.1
NTDB id 1002 ACIAD RS15100 WP 004923779.
NTDB id 1258 GCO85 RS09745 WP 014844212.
NTDB id 1274 LPP RS09530 WP 011214168.1
consensus

1
1

<0

logo

NTDB id 1038 HON27 RS01510 WP 000993725.1
NTDB id 1197 PSJM300 03940 AFN76866.1
NTDB id 1192 PAKAF RS23870 WP 024947914.1
NTDB id 277680 PC2016 RS14545 WP 269459735.1
NTDB id 1191 AAC28468.1 484..945( )

NTDB id 1119 NGFG RS11465 WP 017147169.1
NTDB id 1109 OK783 RS10670 WP 157147416.1
NTDB id 1424 RS RS02795 WP 011000517.1
NTDB id 1002 ACIAD RS15100 WP 004923779.1
NTDB id 1258 GCO85 RS09745 WP 014844212.1
NTDB id 1274 LPP RS09530 WP 011214168.1
consensus

R T e

Q
...... WINQKCGFTLIELMIVVAIIGILAAIA PAYQDYTHR [VW LINBSSIEKH 130 Q
........ WO\QKGFTLIELMIVVAIIGILAATAIPEYQ Y[AR BN LINKaUIAK I
D
D

TA\2 N ~
24\ V‘?QYQENE Buley X%l@;
NEGAV TKLSD
NEGKT SLTSTD
SRGWSVKSGTGTED
GVYMSENGGATGI...END

NAAALVEG
12Y YR HEKWIHENNTSAGV

RSB YONGFTLIELMIVVAIIGILAATIA PAYQDYTARA [

oY YR HE I WigKDNTS ARV
SENMANAQSDLSY . . . .. .
SN IRYAEALVAGTPSTHG

TP TNNALEATQAATRY

TP TNNALIJATQAATRY
%k %k %k %k * £ 3 k3 *

*

* % ok ok k

Y-
8,...euxCrnpeatestl Vs aveaea MK VoG o iR R
....... VGFTAATIS.CATYS DAFT...ETD@AEKH. TCTLK. . .eeeev......TR.STDGA
.EGYIGITDS.@SYCDVD.@®D..T...AADGHI...ECTAKGGNAGKFD&QEERS. . . ......... NR.T@DGE
ATKKEVPLGVAADANK GTIA.BKP.D...PADGT@EDISSENE TMGGAGPKNKGKI ............ TRTABDGL|K
A....AIG...AQADA AGRY.FAAEGVAVV.A.DGV NENEENDG . . AHS[EERMAMTETV. . ... ... ENSGQISR|V
N.. .VIF. .DSANGEDGKY .FAPGGVTVT.PDT[¢ANN DAG. ... ANA[QQEERET|ZTVI....... AASGQIST
A....SPP...... DEKGKY .\UJKEVE. . ... VKNV TATMLSSGVNNEIKGKK .......... WGRREN[¢SMK|UF
A....SA....... THRKGKY .WUQKVE. .. .. VEK[EVEBYAQMASTGVNKEIQDISKIEEIN . . . . . .. ... WAKRQD[¢SMK|UF
........ GSSVF...TPTKN.JANLTIAGTGTVPEQISNASTT . . . . . lLVPTAAGTALPVSSAPSGP M
S....SCVGVQEISASNATTN.|JAT. .ATCGASSAEQMINMIMDTT. . . . KAKEANSERATIY. . ... ... .. TYAS[EAMT|IK
Voo oooooo. PAATPN . QS . .TAIG. . ANEVINSNSTA . . . . . AAGEGUERIMTIET . . . ... ... LQAN[EDMT
Vooooo oo, PAATPN.JAS. .TAIG. . ANEVIRSNSTA . . . . . AAGEGIRRVMTIHT . . . . . .. .. LQAN[DMT
* % * * 5 %k % * % % * 1%
Ts
éi?é\N/I/R\/IiRQHII)I\éXKAK BN Kk\ll:gi(eﬁi D E ."S.Z';/-?‘.\S/"’)ﬁKA 1 TS
@VSD. . ... ... PKGCTAGTPTEGAITSL 149
GAST . ................0AIQYKIEGK®S. ... ......... 139
OTSD.................QMEQESIKGE®SK........... 150
CS 2 DJAQYERESAGHAAAVE. . .. ... 150
OAPG. ............ AANGEETRREHTSOQ*. .......... 153
@GQPVTRADDDTVADAKDGKE ISTOMDKASDAK . . . .. 166
@GQPVTRTGDNDDTVADANNA| IUST@ONDESSAT. . . ... 164
OYAQNKAQAASS . VAPSGTMSEAAIGYAIZAE®S . . . .. ....... 168
OTTT................S . KIQS@RYSE®HG. . ......... 147
OTGG................TEHLAGYRIZAS@®SP. .. ........ 136
OTGG................THLAIQRIZAS@®IP . ... ... .. .. 136

X non conserved
B similar
i >50% conserved

122
124
134
131
134
127
126
137
131
119
119



