
logo MDAVKKYLDHFVYHVL I IVRNI
L
K
R I LKKTGRKLDERVF IG I LL IV IT I

VLP I LLKI FLGFTLKTTL I LTFVYLGSVLSLPTIMYES
NTDB id 27738 MMARC5 RS08375 WP 011869386.1 MDVKKYLDHFYHVLIIRNLRILKKTGRKLDERVFIGILLIITVLPILLKIFLGFTLKTTLILTFVYLGSVLSLPTIMYES 80
NTDB id 57 MMJJ RS05245 WP 104837972.1 MDAKKYLDHVYHVLIVRNIKILKKTGRKLDERVFIGILLVITILPILLKIFLGFTLKTTLILTFVYLGSVLSLPTIMYES 80
consensus !! !!!!!! !!!!!*!!**!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KMDKFDKNIPKALYVMVLSLDSGRSVVEAINEVIRSGIPEVDVVFSKI
VVTLMTERKLSFEDAMI LVSNSLDSKI FRQVGR

NTDB id 27738 MMARC5 RS08375 WP 011869386.1 KMDKFDKNIPKALYVMVLSLDSGRSVVEAINEVIRSGIPEVDVVFSKVVTLMTERKLSFEDAMILVSNSLDSKIFRQVGR 160
NTDB id 57 MMJJ RS05245 WP 104837972.1 KMDKFDKNIPKALYVMVLSLDSGRSVVEAINEVIRSGIPEVDVVFSKIVTLMTERKLSFEDAMILVSNSLDSKIFRQVGR 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo L I I ENRKYGGELADTLKKLAKTLDEDLQNLKSQLLMSVTANGLAVGL I I LCGVIPATAGL IGGYLTVI SQLAPTMPSVEASQ
NTDB id 27738 MMARC5 RS08375 WP 011869386.1 LIIENRKYGGELADTLKKLAKTLEDLQNLKSQLMSVTANGLAVGLIILCGVIPATAGLIGGYLTVISQLAPTMPSVEASQ 240
NTDB id 57 MMJJ RS05245 WP 104837972.1 LIIENRKYGGELADTLKKLAKTLDDLQNLKSQLLSVTANGLAVGLIILCGVIPATAGLIGGYLTVISQLAPTMPSVEASQ 240
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I SKAI ETIQI
MGSGLFGLFFAVPLFGLKI

VNRMI ITCAS IVCMTFAIAGTFYAVLRLTGLMLFA
NTDB id 27738 MMARC5 RS08375 WP 011869386.1 ISKAIETIQIGSGLFGLFFAVPLFGLKINRMIITCSICMTFAIATFYAVLRLTGMLFA 298
NTDB id 57 MMJJ RS05245 WP 104837972.1 ISKAIETIQMGSGLFGLFFAVPLFGLKVNRMIITCAVCMTFAIGTFYAVLRLTGLLFA 298
consensus !!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!! *!!!!!!*!!!!!!!!!!*!!!
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