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NTDB id 277089 C6N67 RS06340 WP 029237456.1 .MKKTS....TTKIAIIGIVAGLVGGGAAAGGVTYLNNAGTFSTVTTGKTTPVKVSNSNVKGESDATKAFNKVSGAVVSV 75
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNNGK.....TTVSNVIYDTKSNTTKAVKNVKNTVVSV 75
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQK...TATTVTTSYKNSNSTTEAVDKVKDAVVSV 76
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.SNN...NSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNN...NSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNN...NSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNN...NSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNN...NSTITQTAYKNENSTTQAVNKVKDAVVSV 75
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NTDB id 277089 C6N67 RS06340 WP 029237456.1 INLQKQQSLSDSGSLFGGLFGGDESSSSDSKSTDSSDLQTASEGSGVVYKKDGNTAYIVTNNHVVSGSNALQVLLSDGTK 155
NTDB id 381 SMU RS09890 WP 002262650.1 INYQKTDNSY....YNY.......DSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKK 144
NTDB id 425 SGO RS10525 WP 012131081.1 ITYSESNSDA....IF............DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNK 140
NTDB id 539 SM12261 RS09395 WP 000681587.1 ITYSANRQNS....VF............GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTK 139
NTDB id 256 KZH43 RS10270 WP 000681597.1 ITYSANRQNS....VF............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTK 139
NTDB id 215 SPD RS10945 WP 000681597.1 ITYSANRQNS....VF............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTK 139
NTDB id 181 SPR RS10425 WP 000681597.1 ITYSANRQNS....VF............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTK 139
NTDB id 145 SP RS11450 WP 000681597.1 ITYSANRQNS....VF............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTK 139
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NTDB id 277089 C6N67 RS06340 WP 029237456.1 LTATLVGTDEQTDLAVLKINASKVSEVADFANSSKIEPGQSVLAIGSPLGSEYATSVTEGIISATKREVDATNENGDSLG 235
NTDB id 381 SMU RS09890 WP 002262650.1 VVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETIS 224
NTDB id 425 SGO RS10525 WP 012131081.1 VPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIA 220
NTDB id 539 SM12261 RS09395 WP 000681587.1 VPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS 219
NTDB id 256 KZH43 RS10270 WP 000681597.1 VPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS 219
NTDB id 215 SPD RS10945 WP 000681597.1 VPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS 219
NTDB id 181 SPR RS10425 WP 000681597.1 VPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS 219
NTDB id 145 SP RS11450 WP 000681597.1 VPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS 219
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NTDB id 277089 C6N67 RS06340 WP 029237456.1 KATVIQTDAAINPGNSGGPLVNLAGQVVGINSMKLASST...DGTSVEGMGFAIPANTVVNIINELEKNGKVERPALGVS 312
NTDB id 381 SMU RS09890 WP 002262650.1 T.NAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGIS 303
NTDB id 425 SGO RS10525 WP 012131081.1 T.QAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQ 297
NTDB id 539 SM12261 RS09395 WP 000681587.1 T.KAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQ 294
NTDB id 256 KZH43 RS10270 WP 000681597.1 T.KAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQ 294
NTDB id 215 SPD RS10945 WP 000681597.1 T.KAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQ 294
NTDB id 181 SPR RS10425 WP 000681597.1 T.KAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQ 294
NTDB id 145 SP RS11450 WP 000681597.1 T.KAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQ 294
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NTDB id 277089 C6N67 RS06340 WP 029237456.1 MVDLSNVSTTDQSTILKLPTSVSGGVVVISTEDGSAAATAGLKKYDVITKIDDTEVTGSGDLRDALYKHKVGDTIKVTYY 392
NTDB id 381 SMU RS09890 WP 002262650.1 MANLSEASTSGR.DTLKIPSDVTSGIVVLSTQSGMP.ADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFY 381
NTDB id 425 SGO RS10525 WP 012131081.1 MVNLSSLSSSSS.DRLKLPDNVKNGVVVRSTQTGMP.ADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYY 375
NTDB id 539 SM12261 RS09395 WP 000681587.1 MVNLSNINTSDI.RRLNIPSNVTSGVVVRSVQSNMP.ANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY 372
NTDB id 256 KZH43 RS10270 WP 000681597.1 MVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMP.ANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY 372
NTDB id 215 SPD RS10945 WP 000681597.1 MVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMP.ANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY 372
NTDB id 181 SPR RS10425 WP 000681597.1 MVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMP.ANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY 372
NTDB id 145 SP RS11450 WP 000681597.1 MVNLSNVSTSDI.RRLNIPSNVTSGVIVRSVQSNMP.ANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY 372
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logo REDNKGDKKQEKQETVTDETSVIQKLDTNKTSTSDQSGSDLNSEHTSEKSEANQN
NTDB id 277089 C6N67 RS06340 WP 029237456.1 RDGKQKTTDVKLTKTTSSLSTKSEANQN 420
NTDB id 381 SMU RS09890 WP 002262650.1 REKDKQTVEIQLTKTSQDLNH....... 402
NTDB id 425 SGO RS10525 WP 012131081.1 RDGKEQTTTIKLTKSTDDLSSE...... 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 RNGKEETTSIKLDKSSGDLES....... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 RNGKEETTSIKLNKSSGDLES....... 393
NTDB id 215 SPD RS10945 WP 000681597.1 RNGKEETTSIKLNKSSGDLES....... 393
NTDB id 181 SPR RS10425 WP 000681597.1 RNGKEETTSIKLNKSSGDLES....... 393
NTDB id 145 SP RS11450 WP 000681597.1 RNGKEETTSIKLNKSSGDLES....... 393
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