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LLLSPCPLLCSESI SGLTQRMEQKHYGSVLCHKDECWEQLPWYLRKQTVI EQRQNEDLQDS IVHLVACGHYQAYP IDNR I IQQFKYEQQKLNHY

NTDB id 276617 C6I29 RS12925 WP 034669897.1 .MPMFNPSSLLRPISRLLPCPLCSSSLQMQHGVCHDCWEQLPWYRQTVERQELDIHVACGYQYPIDRIIQQFKYEQQLNY 79
NTDB id 1042 H0N27 RS01930 WP 000472273.1 MFKFLNPQYL...FQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHY 77
NTDB id 1071 ABD1 RS15375 WP 000472269.1 MFKFLNPQYL...FQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHY 77
consensus *****!!**! ***!*!!*!!**********!**!!!!!!!**!!**!******!!!*!*!!!*!!!!!!!!!!*!*!

logo QQTLLTAAESVI
LQTQLRKLFPKVQAIVPMP I STKEQRL ITERGYFNQSLVL ILAKNI

LLAGSRKEQLNKVIPVWQPVI
QRLANQEHSQKGLSRLERLFNEQNI EMQQF

NTDB id 276617 C6I29 RS12925 WP 034669897.1 QQLLTASIQTLRLPKVQAIVPMPISTERLIERGYNQSLVIAKILARELNVPVWQPVIRLAQHSQKGLSRLERLNQIEMQF 159
NTDB id 1042 H0N27 RS01930 WP 000472273.1 QTLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQF 157
NTDB id 1071 ABD1 RS15375 WP 000472269.1 QTLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQF 157
consensus !*!!****!*!**!!!!!!!!!!!!**!!*!!!*!!!!**!**!***!**!!!!!!*!!**!!!!!!!!!!!***!!*!!
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QECKNRRYRRVLMI LIDDVVITTGSSLI SHALASQALTKRQLGCQTHS I FHAASC I

LAVAAESTSATSY
NTDB id 276617 C6I29 RS12925 WP 034669897.1 QPILTECRRYRRVLMLDDVVTTGSSLSALAQALTRLGCQHIFAACIAVAETA.. 211
NTDB id 1042 H0N27 RS01930 WP 000472273.1 VALTQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
NTDB id 1071 ABD1 RS15375 WP 000472269.1 VALTQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
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