
logo MKKVFKNGMSVANFLHRALGFIKKHQFL ILALAI
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HAATSPRNHINPPSLKASNSAPNVYVVKRGDTLWDIASGHKFLNSKPWRWP

NTDB id 276588 C6I29 RS00585 WP 034675548.1 MKKVFKGS.ALRALGFKKQFIALAICSSLGIIMPGMAEAASRNINPPSLKASAPNVYVVKRGDTLWDIAGKFLSKPWRWP 79
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHATSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRWP 80
consensus !!!!! ! * *!!! !!* *!!!*!* **! ** *! !*!*!!!!!! !!!!!!!!!!!!!!!! !*!! !!!!!!

logo E IWASNKQHVKNPHWIYPGDRLLLCSTLDGRPL IVGKDEGDGCEVGI IRRYGTGQTTHSLMQPQVRVEASLNNAS IVPVIPLEHIKRQVWLE
NTDB id 276588 C6I29 RS00585 WP 034675548.1 EIWASNKHVKNPHWIYPGDRLLLCTLDGRPLIGKDEGDGCEGIIRRYGGQT.SMQPQVRVESLNNAIPVIPLEHIRVWLE 158
NTDB id 1053 ABD1 RS00870 WP 000755276.1 EIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWLE 160
consensus !!!!!! !!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!! !!!!!! !!!***!!!!!!! !!! *!!!!!!!!* !!!
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TI LMPSAPDS IVTVNTPYI LVGTADNQRVLAAGAKGQTI

VYARGNQGL IQNVGQRYAVYREGEPYI
YFTDANKNGKKSHYNSALGI

VELLQVASGVAVQS
NTDB id 276588 C6I29 RS00585 WP 034675548.1 RTLIMSPDSVVNTPYILGTADNRVLAAAGQTVYARGNGLQVGQRYAVYREGEPYIFTDANGKSYNAGVELLQVASGVAVQ 238
NTDB id 1053 ABD1 RS00870 WP 000755276.1 NSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAVS 240
consensus * !***!!* !!!!!*!!!!*!!!!* !!!*!!!!*!! !!!!!!!!!!!!! !!! !! * !*!!!!!!!!!!!
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SEKQDITTLELTDQSYNAGEVRRGDRVMPEEYDQAPMTLPTLFYPTVDIADHKQVTDEGGKQI

V IRVMGS IGRTAAKRHNSVVTLVDNRGNTI
T
H
QGI

VQSVGQ
NTDB id 276588 C6I29 RS00585 WP 034675548.1 NEQDITTLELTQSYNGEVRRGDRVMPEYDPMLPTLFYPTIDHQVTEGGQVIRVMGSIGTAARHSVVTVNRGNIHGVQSGQ 318
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVGQ 320
consensus ! !!!!!!!! !!!*!!!!!!!!!!! * !!!!!!! *!!!*!! *!!!!!!!! !!**!!!!* !! *!*! !!

logo VFDS IVTYQQGESVI
VRDPKTKREQVIKQLPGSQKQI

VGNS ILMI
VFRTFDQLSYAYVLDESADLP IKVGSGS IQASPPQFMANDE

NTDB id 276588 C6I29 RS00585 WP 034675548.1 VFSVYQQGEVVRDPKTREQIKLPSQKVGNIMIFRTFDQLSYAYVLDSALPIKVGSGIQAPPMAE 382
NTDB id 1053 ABD1 RS00870 WP 000755276.1 VFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus !! * !!!! *!!!!!*! ! !! ! *! *!*!!!!!!!!!!!!!*! !!!!!!! !! !* *
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X ≥ 50% conserved


