logo

NTDB id 27638 BURPS668 RS02470 WP 004522862.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 27638 BURPS668 RS02470 WP 004522862.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 27638 BURPS668 RS02470 WP 004522862.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 27638 BURPS668 RS02470 WP 004522862.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 27638 BURPS668 RS02470 WP 004522862.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 27638 BURPS668 RS02470 WP 004522862.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

1

O N e A s ety pevan LR
s T R R L s e T o

LD T % k1x x| *  |kk * * * * % kokokokokok okokkkk kok | xkx 11 % *

CroonsaliE e B R s e et e ARG AR s

AFINIIA ASEARVGQPRIVIIAFASEPAPSVM NGRH EJVPPPRAPEP AEK S T ININGSEANISS . .
E...... TVARMESEARE . [MERVESEKBAUAERY . . . . GEANE. . . . . qMQ i EEKIREWRAR LKENGL AK - [INKM
Pl okl Tk ok POoT TTE T xk

EXEE: K Dokkkokk ok kkok |k kK| [
NS IR VENANNSTN  I\LYEELETEAL [USIDING | ATEISIL [eFN " RjY  VIFNEA LDy (8] AL - (&I -1 ' F\APLEK - LVL ° I3}
INGVE G TE DLYEELETWYL JNEDIG “ATE ‘L i3] R{¢: VEIRLEL | I [GAL J¥NLN L IMPLEK|JL VL3N

I Iox T *1 x| Dok

UL mmemlanee ) s Lt LR

s AT A TR AN D

PRV M AG NGAGKTTSIGKLAKEIMOSIPMNSVLLAAGDTFRAAAREQLEWIWGIRRNNVTV [QIX GD)gAAV FDAVHA
TIQ2APIJV M AG NGAGKTTSIGKLAK |JIQINA[¥4SVLLAAGDTFRAAAREQL[NAWGERNNVTV KJQE GD AAV[@FDAV[A
* b bxlxllxtbrrrrrrrrrrnd [

LT A L

A ARIID ADTAGRLPTQLHLMEE KVKRV [€KAJs| GAPHE V DANGGQNA HEQVKAFDDALGLTGLIVTKLDG
A AR[¢ID ADTAGRLPTQLHLMEE KVKRV [NKA IYGAPHE V DANMGQONA MQVKAFDDALGLTGLIVTKLDG

)

I

i

el Ve el AL

TAKGGILAA ABNRP PVM IG GE|{ DL[NPFSAIMAEFEAD AL L{Cacle]
TAKGGILAA ARRP PV IG GE[§ DLIAPEINAREAFNUD AL LIDEEEESNe
P

Pkt D kDD k1D 11

K non conserved
B similar
i >50% conserved

80
69

158
133

236
213

315
293

395
373



