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NTDB id 276181 C6B32 RS07365 WP 065842860.1 TNDSGPMHIAAAFKVPTIALFGPTKFKETSPYKNNNAKILHLDLDCMPCMKRVCPLNSHECMKNLTPKMVLDAIYKLNPQ 311
NTDB id 1241 Cj1148 YP 002344539.1 TNDSGPMHLSAVYKVKTVAIFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKN 316
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