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IDLSMPNVKDNTQTRLNSDGPDWTFDELLDVYLAKE IDRVAKLSYRLDETYPHQI ELVITSEQMMDAYSSVGMPINYAPHWSFGKKF I

NTDB id 27609 EAM RS09375 WP 004157836.1 MTTIFDLPVKDNQRLNDGPDWTFELLDVYLKEIDRVAKSYRLETYPHQIELITSEQMMDAYSSVGMPINYAHWSFGKKFI 80
NTDB id 1450 BW25113 RS06185 WP 000190854.1 .MATIDSMNKDTTRLSDGPDWTFDLLDVYLAEIDRVAKLYRLDTYPHQIEVITSEQMMDAYSSVGMPINYPHWSFGKKFI 79
consensus * ! * !! !! !!!!!!!*!!!!!! !!!!!!! !!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!

logo ETEQRLRYKHGQQGLAYE IV INSNPC IAYLMEENTI
MTMQALVI

MAHACYGHNSFFKNNYLFRSTWTDAGSS IVDYL I FARKNYI STEQ
NTDB id 27609 EAM RS09375 WP 004157836.1 ETEQRYKHGQQGLAYEIVINSNPCIAYLMEENTMTMQALVIAHACYGHNSFFKNNYLFRTWTDAGSIVDYLIFARNYISQ 160
NTDB id 1450 BW25113 RS06185 WP 000190854.1 ETERLYKHGQQGLAYEIVINSNPCIAYLMEENTITMQALVMAHACYGHNSFFKNNYLFRSWTDASSIVDYLIFARKYITE 159
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!! !!*

logo CEERYGVDEEQVERLLDSCHALMNYGVDRYKRPQKI SLQEEKARQKQSREEYLQSQVNMLWRTLPKRREQEQEEKATHVALETASARRYPASEP
NTDB id 27609 EAM RS09375 WP 004157836.1 CEERYGVEQVERLLDSCHALMNYGVDRYKRPQKISLQEEKARQQSREEYLQSQVNMLWRTLPRRQQEEAHLTSARYPAEP 240
NTDB id 1450 BW25113 RS06185 WP 000190854.1 CEERYGVDEVERLLDSCHALMNYGVDRYKRPQKISLQEEKARQKSREEYLQSQVNMLWRTLPKREEEKTVAEARRYPSEP 239
consensus !!!!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*! ! * !!! !!

logo QENLLYFMEKNAPLLEPSWQRECI LMR IVRKVSQYFYPQKQTQVMNEGWATFWHYTI LNHLYDEGKVTERFMLEFLHSHTNVV
NTDB id 27609 EAM RS09375 WP 004157836.1 QENLLYFMEKNAPLLEPWQRECMRIVRKVSQYFYPQKQTQVMNEGWATFWHYTILNHLYDEGKVTERFMLEFLHSHTNVV 320
NTDB id 1450 BW25113 RS06185 WP 000190854.1 QENLLYFMEKNAPLLESWQREILRIVRKVSQYFYPQKQTQVMNEGWATFWHYTILNHLYDEGKVTERFMLEFLHSHTNVV 319
consensus !!!!!!!!!!!!!!!!*!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FQPPYNSPQWYNSGINPYALGFAMFQDIKR ICQHSPTAEEDKRHYWFPDIAGSDWLDETLHFAMRDEFKDESF I SQFLSPKVMRDFLRFL
NTDB id 27609 EAM RS09375 WP 004157836.1 FQPPYNSQWYNGINPYALGFAMFQDIKRICQHPTAEDRHWFPDIAGSDWLDTLHFAMREFKDESFISQFLSPKVMRDLRL 400
NTDB id 1450 BW25113 RS06185 WP 000190854.1 FQPPYNSPWYSGINPYALGFAMFQDIKRICQSPTEEDKYWFPDIAGSDWLETLHFAMRDFKDESFISQFLSPKVMRDFRF 399
consensus !!!!!!!*!! !!!!!!!!!!!!!!!!!!!!*!! !!**!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!! !

logo FTVLMDDDRHNNFYLE IASAIHDNEAEGYKREKIRNQQRLSDSQYNLSNLEPNIQI
V
W
Y
D
NVDLRGDRSLTLRYI

VPHKNRAPLDRSGSRKREVLKHVH
NTDB id 27609 EAM RS09375 WP 004157836.1 FTVMDDDRNNFLEIAAIHDEAGYKKIRQQLSDQYNLSNLEPNIQVYDVDLRGDRSLTLRYVPHKRAPLDSSRREVLKHVH 480
NTDB id 1450 BW25113 RS06185 WP 000190854.1 FTVLDDDRHNYLEISAIHNEEGYREIRNRLSSQYNLSNLEPNIQIWNVDLRGDRSLTLRYIPHNRAPLDRGRKEVLKHVH 479
consensus !!!*!!!!*!*!!! !!! ! !!* !!* !! !!!!!!!!!!!!** !!!!!!!!!!!!!*!! !!!!! !*!!!!!!!

logo RLWGFDI
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K
MLEQQRNEDGS IVE I

LLDERCPPSRMPGNTI
L
I

NTDB id 27609 EAM RS09375 WP 004157836.1 RLWGFDIKLEQRNEDGSVEILDRCPSRPGTII 512
NTDB id 1450 BW25113 RS06185 WP 000190854.1 RLWGFDVMLEQQNEDGSIELLERCPPRMGNL. 510
consensus !!!!!!* !!! !!!!!*!*!*!!!*!*! **
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