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NTDB id 275960 C3V41 RS02650 WP 106108988.1 MLNVLRRLPPRERRMAGTALVFIVLQVWLDLRLPDYMSTITTLVTTQDSAMGEVLRQGGYMLACALGSMACAVAVGYLAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! * *!!***! ! !!*! !!*!!* !*!!! !!!!* ! * *** *! !! * !! *!! !!*!!
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NTDB id 275960 C3V41 RS02650 WP 106108988.1 RTAAGLARSLREEVFDHSLAFSDAEVDRFSAPSLINRVTNDVTQIQGVIAMGMQAVVKAPILAVWAVIKISGKAWEWTTA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus !!!! !! **! * * *!*!!* *!! !!!* ! !!!*!!*! *! !!!! ! **!!*!!!!* !! !! !!! !

logo

T
V
A
GVAVI

L
I
V
L
V
C
F
I
TMLGSVI

L
I
M
F
VVAFIPRFQQRQRI

VQGSLTDAVLGNRSTVSTREQSLTGI
VRVVRAYNAEADYQDERTKFAKGRAENDKDNLTGKLNNLLVAVNYRLVMAS IL

NTDB id 275960 C3V41 RS02650 WP 106108988.1 TAVAVIVLCTMLGVIIVVAIPRFQRIQGLTDVLGRVSREQLTGIRVVRAYNAEAYQERKFAGANDDLTGNNLVANRVMAI 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus *!!!**** !! !** !! !! *! !!! ! *!! !!!*!!!!!!!!! !!* !! ! !! !!* !*! *
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NTDB id 275960 C3V41 RS02650 WP 106108988.1 MGPGMIFISSGLTLSVYAIGAHLVEA............AAGADRVALFADMVVFSNYAMQVVMAFMLLTLVFILLPRAQV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus ! ! ! *!!!!!! *! !!!*!* *************! !!!* *! !!!!!! !!!!!!**!!** *!!*!!!! !
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NTDB id 275960 C3V41 RS02650 WP 106108988.1 SARRITEVLRTVPSVADGATADRAPSAAPGQGTGQEGTGQEAGSVTFENVSFRYAGAGDDALTDISFTALAGQTVAFIGA 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEY..............SKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGS 386
consensus !!*!! !!! *!!* ************** * ! ! !* !!!!! * **!!*! !! !!!!!!
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NTDB id 275960 C3V41 RS02650 WP 106108988.1 TGSGKSTLVNLVPRFADVTAGRVLVDGRDVRDHALSDLRDRIGYVPQRSYLFSGTVASNVAYPHGDELTEQGRDAVGRAL 468
NTDB id 369 SMU RS04255 WP 002263293.1 TGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLD.DAKIWEAL 465
consensus !!!!!!!!!!!*!!! ! ! ! * *!! ! !* * !! **!!*!!! !!!!!* !!*!*** ! * * * !!
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NTDB id 275960 C3V41 RS02650 WP 106108988.1 ETAQASGFVAEMEGGADATITQGGTNVSGGQRQRLSIARTLAASPGILIFDDSFSALDYTTDRALRRALARRDPRATTLV 548
NTDB id 369 SMU RS04255 WP 002263293.1 ELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLI 545
consensus ! !!! !! ! ! ! ! * !!!!! !!!!*!!! !!! !! ! !!!!!!!!!!!!! !!! !! !!** * ! !*
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TYQEQIASYSQLSKEELERANGK

NTDB id 275960 C3V41 RS02650 WP 106108988.1 VAQRIGTIRDADQIIVLEHGQVVGQGTHAELLATCPTYQQIASSQLSKEELRA.. 601
NTDB id 369 SMU RS04255 WP 002263293.1 VAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!!!! !! !!!*!*!!**! !!!!!!! !!!! ** !! !! !!!!!!!! **
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