
logo MMKTVLLKGQTLLALMI SLSVLSSLLLLS I SHFYVQIQTQNQHQI
MLLHLKLQAELQRTLQL IGKDLRRLGFRALNATKGLTESNL

NTDB id 275935 C3V42 RS03220 WP 106014306.1 MMKTLLKGQTLLALMISLVLSSLLLLSISHFYVQIQTQNQQILLHLKLQAELQRTLQLIGKDLRRLGFRALNTKGTESNL 80
NTDB id 1351 HI 0939 AAC22603.1 MMKVLLKGQTLLALMISLSLSSLLLLSISHFYVQIQTQNQHMLLHLKLQAELQRTLQLIGKDLRRLGFRALNAKLTESNL 80
consensus !!! !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!

logo SLFELDEEQGTAI F I SQEDNAPLPNSCVLFFYDLNKNGC IGKDGSPKTCMKKNGKNTSKNSSTEELFGYKVSNKMIKTKLTYQSV
NTDB id 275935 C3V42 RS03220 WP 106014306.1 SLFELDEEGTAIFISQEDNAPLNSCVLFFYDLNKNGCIGKDSPKTCMKNGKNTSKNSTEELFGYKVSNKMIKTKLTYQSV 160
NTDB id 1351 HI 0939 AAC22603.1 SLFELDEQGTAIFISQEDNAPPNSCVLFFYDLNKNGCIGKGSPKTCMKKGKNTSKSSTEELFGYKVSNKMIKTKLTYQSV 160
consensus !!!!!!! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!! !!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo I PTNCTAETCKRAFQQSTACNAGGGWATDLLDNNEYE I
VTRSLQFNWL I EGKGLE IKLKGNLKQTPNI SYETSLVVSVLWNQK

NTDB id 275935 C3V42 RS03220 WP 106014306.1 IPTNCTAETCKRAFQQSACNAGGGWTDLLDNNEYEVTSLQFNWLIEGKGLEIKLKGNLKQTPNISYETSLVVSLWNQK 238
NTDB id 1351 HI 0939 AAC22603.1 IPTNCTAETCKRAFQQTACNAGGGWADLLDNNEYEITRLQFNWLIEGKGLEIKLKGNLKQTPNISYETSLVVVLWNQK 238
consensus !!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!
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