
logo MQKGMVTLVELL IGLAI I S IALNSFAVPLWKQTDSPKTI LAKEQHRLYLFLRQIQARAENSSEVWFLL INRNLATQQWCLTAQ
NTDB id 275934 C3V42 RS03215 WP 106013616.1 MQKGVTLVELLIGLAIISIALSFAVPLWQTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQ 80
NTDB id 1350 HI 0938 AAC22602.1 MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQ 80
consensus !!!!*!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VKNDNQTCDCLNP I
TNCPKETVYAHFYYPYFPKNKTMIQSHHYIYPKE ITRFDYGAIRNTI

SVTRCF I LQAENERTLFLSFFNVGS IRLV
NTDB id 275934 C3V42 RS03215 WP 106013616.1 VKNDQTCDCLNPTNCPKETYAHFYYPYFPKKTMIQSHYIYPKEITRFYGARNTSVTRCFILQAENERTLFSFFNVGSIRL 160
NTDB id 1350 HI 0938 AAC22602.1 VKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRV 160
consensus !!! !!!!!!!! !!!!! !!!!!!!!!! !!!!!!!*!!!!!!!!! ! !!! !!!!!!!!!!!!!!!! !!!!!!!!*

logo KTNQAFADSACNQS
NTDB id 275934 C3V42 RS03215 WP 106013616.1 KTNQAASACNQS 172
NTDB id 1350 HI 0938 AAC22602.1 KTNQFDSACN.. 170
consensus !!!! !!!!**
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