
logo MNSYERFCFNL IGHRDGLKEKKRGDEFYIKSLRNDLMVGARMNTPFEAYLATAYVSSVAIVGLAVAAAVI
L
I
LGLLATYLLR I

VPDEMITVYRGAVPEFVLY
NTDB id 27585 MEMAR RS09880 WP 011844837.1 MNSYERFCFNLIGHGLKKKRGDYISLRNDLMGARMNTPFEAYLATAYVSSVAVGLAAAALLGLLAYLLRIPDMIVYRGAVPEVLY 85
NTDB id 62 F7686 RS01495 WP 066956430.1 MNSYERFCFNLIGRDLKEKRGEFIKLRNDLVGARMNTPFEAYLATAYVSSVIVGLVAAVIIGLLTYLLRVPEMITYRGAVPEFLY 85
consensus !!!!!!!!!!!!!* !! !!!**! !!!!!*!!!!!!!!!!!!!!!!!!!! !!! !! **!!! !!!!*!*!! !!!!!!! !!

logo ALNDYKLMLLGTI
V
A
I ITLVI SLAL IVFGGITYL IVFYLLYPGIKRAGERRRNIDATLPYAINYI

VTAMSSAGITPADEVFRLLGQSTIYGESAVE
NTDB id 27585 MEMAR RS09880 WP 011844837.1 ALNDYKMLLGTVAITVISLLVFGGITYLIYLLYPGIKAGERRRNIDATLPYAINYVTAMSSAGITPDEVFRLLGQSTIYGESAVE 170
NTDB id 62 F7686 RS01495 WP 066956430.1 ALNDYKLLLGTIIITLISLAIFGGITYLVFLLYPGIRAGERRRNIDATLPYAINYITAMSSAGITPAEVFRLLGQSTIYGESAVE 170
consensus !!!!!!*!!!!* !!*!!! *!!!!!!!**!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo ARYI SRETDFFGKDLLDALRTVSQATPSERMREFLQGAVAS I SSGSNLTEYFRNTKAHQYTLENNQQQKSTFLETLGL IAESYVTAM
NTDB id 27585 MEMAR RS09880 WP 011844837.1 ARYISRETDFFGKDLLDALRTVSQATPSERMREFLQGAVASISSGSNLTEYFRNKAHQYTLENNQQQKSFLETLGLIAESYVTAM 255
NTDB id 62 F7686 RS01495 WP 066956430.1 ARYISRETDFFGKDLLDALRTVSQATPSERMREFLQGAVASISSGSNLTEYFRTKAHQYTLENNQQQKTFLETLGLIAESYVTAM 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!

logo VAGMLFL I I LQSVMTI LSGDSDNPFLFLYI
V I IYLMI IVPFGSMVMF IV I

VL I SSMTPEV
NTDB id 27585 MEMAR RS09880 WP 011844837.1 VAGMLFLIILQSVMTILSGDSDPFFLYVIIYMIVPFGSMMFVVLISSMTPEV 307
NTDB id 62 F7686 RS01495 WP 066956430.1 VAGMLFLIILQSVMTILSGDSNPLFLYIIIYLIIPFGSVMFIILISSMTPEV 307
consensus !!!!!!!!!!!!!!!!!!!!! ! !!!*!!!*!*!!!!*!!**!!!!!!!!!
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X ≥ 50% conserved


