logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
275639 C5Z25 RS00875 WP 105450829.1
626 LCA RS04960 WP 011374694.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
275639 C5Z25 RS00875 WP 105450829.1
626 LCA RS04960 WP 011374694.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
275639 C5Z25 RS00875 WP 105450829.1
626 LCA RS04960 WP 011374694.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
275639 Cb5Z25 RS00875 WP 105450829.1
626 LCA RS04960 WP 011374694.1

consensus

IS RO EREID, D et

K1THVE]JL005 LOROILAVLECENDCE . LALD

.MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQE
.MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQE....
AMKITNYEIYKLKKSGLTNQQILKVLEYGENVD(QE P
AMKITNYEIYKLKKSGLTNQQILKVLEYGENVD(Q E Fus ..
AMKITNYEIYKLKKSGLTNQQILKVLEYGENVDQESSMNI. . LGDIADISGCRNPAVFMERYFQIDJN

MK ITNYEIYKLKKSGLTNQQ LEAVLEYGENVDQEJSSMMILLGDIA ISGCRNPAVFMERYFQID..
WQERSLLMRLHLAQEMG Y[8GhS }
MLTKNELLBKVHL AREFGTISER QUAREPER YWRT . 1JQAS . JANSTTLQRQCIDHEVETTY

X X %k % * %k k| sk ok sk ok sk ok ok ok % >k >k 3k 3k 3k 3 % X * * 11k %k 5k 5k ok sk k |k ok k k * X * % >k >k 3k 3k 3 %

00,0 Yo e S ELVIV L

5

FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSR CSKQGAKSVEK IQGLENAE.
FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENSE.
FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENAE.
FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENAE.

FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLEN...
FSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENR

i1 11Dy P MERYIBEPVLLFY
DU Uk D Dok Dok Dok Lo DLk Dk DD okrkok DD Dok Dok sokokokokor ok ko = LRk % PIT Lk k]

AT AT o cope L SEY: oo AR Ay JAEAG By

HMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGS
HMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGS
HMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGS

HMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGS
HMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGVIVAEAKMRSGS

[ R | | NN skk b Dsksk Doskskol |osksksksksksksk | P sk | x xkx+ 0001 [ I |

1T R EE RIS S g ArLvTscoovidbfer

LITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFSS 282
LITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFEES 282
LITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFEEN 282
LITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF S 282
LITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFEES 282
LITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282
LITING#AR JNYR  ViA ‘PG IDYNY ' SEG CifjaL I[WAG A K VINE]Esi EEFLPII 290
IR ANLIALEA N SSIE REID Q S|HE QeleN Qi A AYNT PRI DK N T B ERLREFD 288
U ! Pk Dok Do D Dok Dotk Dok D Dok | Dok 1 Kok ok ok ok ok ok | okokok

150
150
150
150
150
150
156
154

230
230
230
230
230
230
236
234



(>4 S

non conserved
similar
>50% conserved



