logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 275579 CSB68 RS16325 WP 000840557.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 275579 CSB68 RS16325 WP 000840557.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 275579 CSB68 RS16325 WP 000840557.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 275579 CSB68 RS16325 WP 000840557.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 275579 CSB68 RS16325 WP 000840557.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 275579 CSB68 RS16325 WP 000840557.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

ARSI VDEEDhcl AR oo Frapat LT L sl

AN (VDDE|ZD (ASLIR-pTL - RMIQ INT - SAIYVIS A - ~LieNy DISCLTD /IMLPDGSGLDL V[a}Y '[NQI33:IP < TP
MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSG DLVKHVSQNYRNTPI
MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI

Ao o i

A Vol Whiove! Dol Lol iR SDTAESALgNhLU SL IQQ\_RIA
T QA\.KA AFDFLTK VNL li\.Q@\.@ATAWBRMH FTLE LE RALIING
A TAYG DINAI[MALKAGAFDF AL GRARERIATINMRLRNP)Y . . . IXAVAY NI - GIRSIYP  RENLRIMNI[EK - ARS
AVLTAYGNMDIATAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVERD) BMALENKLLIGESLPIQQLRIAIKKIARS
AVLTAYGNMDIATAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEBIDIMYENMALENKLLIGRISLPIQQLRIAIKKIARS
......... * k| Pokoskoskskok |k |

OB T AR BhsRs oAU A TEL ESEAF RSP ATN oot L

QAPV GESG GKE VARIL HINGQIRMERPE Iy NCGAIP ELMESEJFGHKKGSFTGApy DKQGL|N ABGG LFLDE
QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE
QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE|

Yy N ey ey N

AL CORLARCERR <o vt out e kAR EER L ERGEDW

A LP MQVKLLRA QEKE REWGEHNQE EVDYR [¢A HWDLEWA2VIFAG FRQDL R RV L)} PPLRERBIED YL

TAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL

IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL

g e N WL sl
it S e e L R
WA THRSCRIRLARE A rerecey

e L el T e FRRUNE ey

IQTTVAAPQMVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
IQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV] 473
1 5k 5k 5k k %k *k k

X non conserved
B similar
>50% conserved

155
160
160

235
240
240

315
320
320

386
400
400



