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RUAATTF IF[¢ IVVWHEFGHF FAK SGILVREFAIGMGPKIF HMGKDGTINYTIRILPLGGYVRMAGWGED T IKMIG PAS
MKAITITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS

DB D N

LTLPEY GKVQYRINLS{§ IVDQTALPMNVT DIJEDKLIAITGLVLINEIRKTYIAVDHDATIVEEDGTE RIAPMDVQYQNASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI

IR sl o

TNFAGPMNNFILGVLVF LAF QGGVIDIY NESJQVY GEAMEY G [ARRDIT 4T NpRK (JADINT SESRAK TINGISSKE@PIRS
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL

O\kRncageT s gk VR T sk - A EcaTa LA A FSHARLCEPV il

SVTHK (el ppieaAl  V{API(KDINPIYIALGVSPEy KTGIRIDK MMGGFENAWESYWWAITL FILKp IPNFRN NKLGGPVAR 1§S QA
SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

LSO UL AL Al gLl WL AT e

EMGL)Y LBLIM MLS N GIFNLIPIPALDGGKIVJENI EAIRRKPLUGUEPE YITL GVA MV LMIAVTWNDIM [RFF 418
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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