
logo MMKQAFI ITF IL IL I FGC I
V IVVVFHEFGHFYFFAKKRSGI LVREFAIGMGPKI FSAHI

TGKDGTAVYTIR I LPLGGYVRMAGWGEDSTTDE IKVTGTSPAS
NTDB id 27547 SSA RS10150 WP 011837532.1 .MQFITFIIIFGIIVVVHEFGHFYFAKKSGILVREFAIGMGPKIFSHIGKDGTAYTIRILPLGGYVRMAGWGEDSTDIKVGTPAS 84
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
consensus ****!!!**!!**!!!*!!!!!!*!!!*!!!!!!!!!!!!!!!!!*!*!!!!!*!!!!!!!!!!!!!!!!!!!!*!*!!*!*!!!

logo LTLDGAKEDGKVVRR INLSGDKRKQVDQTALPMNVTGAFYDFLEDKLETITGLVLDGELTKTYAEVDHDATIVEEDGTEVLR IAPLKDVQYQNAS IWGRL I
NTDB id 27547 SSA RS10150 WP 011837532.1 LTLDAEGKVVRINLSGKKVDQTALPMNVTGFDFEDKLEITGLVLDELKTYAVDHDATIVEEDGTEVRIAPLDVQYQNASIWGRLI 169
NTDB id 323 STU RS10650 WP 011225396.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI 170
NTDB id 291 STER RS01205 WP 011680685.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI 170
consensus !!!***!!!*!!!!!***!!!!!!!!!!!**!*!!!!*!!!!!!*!*!!!*!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!

logo TNFAGPMNNF I LSGVLVFMI LI LAF IVQGGVRQDETNSSTNHLFIQVMADNGSGAI
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NTDB id 27547 SSA RS10150 WP 011837532.1 TNFAGPMNNFILSVLVFMLLAFIQGGVRDENSNHFQVMDGSAIAAAGVQNNDQILKINDYKISNWADLTSALAKITGKSKEAPTL 254
NTDB id 323 STU RS10650 WP 011225396.1 TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL 255
NTDB id 291 STER RS01205 WP 011680685.1 TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL 255
consensus !!!!!!!!!!!!*!!!!**!!!*!!!!*!***!**!!**!*!****!****!*!**!!**!***!**!**!!***!*!******!

logo SVTYVKHRGSNSGEQTEKEETITSVQKPKQEKDSGQNGRSYLFLGVSPTVVLKTGFLWKDKVI IFGGFTQAMAWSETGTAVTRAI LSAATLKDGI
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NTDB id 27547 SSA RS10150 WP 011837532.1 SVTYKHG.SETKEITVQPKKDGNRYLLGVSPTVKTGFWDKVIGGFTAAWSTTVRILSALKDIIFNFNINKLGGPVAIYNFSSQAA 338
NTDB id 323 STU RS10650 WP 011225396.1 SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS 340
NTDB id 291 STER RS01205 WP 011680685.1 SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS 340
consensus !!!*!********!*!*!******!*!!!!!**!!!**!!**!!!**!!*****!!**!!**!*!!**!!!!!!!!****!*!!*

logo EQSGLPIASVI LSDLLMAGMLSLINI
LG I FNL IP IPALDGGKIVLMNI LI EA IRRKPLKNRQETI ETSYITLSAGVAI

VMVI
VLMIAVTWNDIMKRLAFF

NTDB id 27547 SSA RS10150 WP 011837532.1 EQGLPAVLSLLAMLSLNIGIFNLIPIPALDGGKIVLNILEAIRRKPLKRETETYITLSGVAIMVILMIAVTWNDIMKLFF 418
NTDB id 323 STU RS10650 WP 011225396.1 ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus !*!!***!*!**!!!*!*!!!!!!!!!!!!!!!!!*!!*!!!!!!!!**!*!*!!!!*!!!*!!*!!!!!!!!!!!**!!
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