
logo MKKYI FLMLR I
TLRS ILVLS I FLVVTTALTYATI IYTMVPRRL I FKRQDPNYNKIATKNTKADKSKTANYENTI FYERLMGYIDYYDTKELQEKASKSELDSKS

NTDB id 27542 SSA RS09530 WP 002902452.1 MKKYIFMRILRSIVSIFLVTTLTYAIIYTMVPRRLIFKQDPNYNKIATNKDKKTNYENTIFERMGYIDYYDTKELQEKASKEDSS 85
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERMGYIDYYDTKELQEKASSLDKS 85
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKASSLDKS 85
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKASSLDKS 85
consensus !!!!!**!*!!!**!!!*!!*!!!*!!!!!!!!!!!!*!!!!!!!!!***!*!*!!!!!!*!!*!!!!!!!!!!!!!!!!**!*!

logo VTTEKAPTEKAENEKKAVIYQKYI
VDKSLGHNRGWKRLQHKQFPKLQSGKEQFYAVTREDVPVYLERVFEGFYATNHL IFQE I

FDHNPTNGVWI
V
Q
KDEKETNPNLEKRYIRFI ENDPSAVIGW

NTDB id 27542 SSA RS09530 WP 002902452.1 VTTEATEANEKIYQKYIDKLGNGWKLQKFPLSGEFYAVREVPVYERVFEFYANLIQIDHPNVIQDEENPNLERYIRFENDPSVGW 170
NTDB id 476 HSISS4 RS06995 WP 013990225.1 VTTKPTKENKAIYQKYVDSLGHGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
NTDB id 293 STER RS06925 WP 011681416.1 VTTKPTKENKAVYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
NTDB id 325 STU RS16125 WP 002946410.1 VTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
consensus !!!**!**!***!!!!*!*!!*!!*!**!**!**!!!*!*!!!*!!!!*!!**!***!******!**!!!!*!!!!*!!!!**!!

logo SLVVGSGTKHKYLLYFNGSQFPFVHQNF IVTKFMNLGNTSYPTYAGNE I
Q
P
GVLQDVITQGQGQTQKSSEVVQNFPTGKKTVI SSVNDIYSRTYKTSPSKQADSA

NTDB id 27542 SSA RS09530 WP 002902452.1 SLVGSGTKHKYLLYFNGQFPFVHQNFITFNLGNSYPTYANIPVLQVITQGQGQTKSSEVQFPTGKKTSSVNIYSRTYKTPSKADS 255
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTQSSEVNFPTGKKVSSVDIYSRTYKSPSQADA 255
NTDB id 293 STER RS06925 WP 011681416.1 SVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGKKISSVDIYSRTYKSPSQADA 255
NTDB id 325 STU RS16125 WP 002946410.1 SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGKKISSVDIYSRTYKSPSQADA 255
consensus !*!!!!!!!!!!!!!! !!!!!!!!!***!!!*!!!!!!***!!*!!!!!!!!!*!! !*!!!!!!*!!!*!!!!!!!*!!*!!*
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Q
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S
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F
YGKDGNDAPYTATQKSNRYQNYPSMI

VTSSAI IAGL IGVLAVLSYLAI
LA IPLGSYMALRLFKNTI

W
LFDS IVSTAGGIVLTFMLMLSLPTIALVYIVIRLAIG

NTDB id 27542 SSA RS09530 WP 002902452.1 QDIAKFGKGDAYTATQSNYQNPSMITSSAIIGLIGVALSYLIAIPLGSYMARLKNTWFDSISTAGLTFMMSLPTIALVYIVRLAG 340
NTDB id 476 HSISS4 RS06995 WP 013990225.1 RDRSYYG.DDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMARFKNTLFDSVSTGILTFLLSLPTIALVYIIRLIG 339
NTDB id 293 STER RS06925 WP 011681416.1 RDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTGVLTFLLSLPTIALVYIIRLIG 339
NTDB id 325 STU RS16125 WP 002946410.1 RDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTIFDSVSTGVLTFLLSLPTIALVYIIRLIG 339
consensus *!****! *!*!!!!*!*!!*!!!*!!!!!*!!!!**!!!**!!!!!!!!! *!!!*!!!*!!**!!!**!!!!!!!!!!*!!*!

logo SAEVIGLPDSFP I LGAGDWRSYVLPASVI LGLLSATPW
G
T
LAVIW IRRYMIDLQSQDFVRFARAKGLSEKQE I SNKHI FLKNAMVPSLVSSGIPAS

NTDB id 27542 SSA RS09530 WP 002902452.1 SAVGLPDSFPILGAGDWRSYVLPAVILGLLSAPWTAVWIRRYMIDLQSQDFVRFARAKGLSEKEISNKHIFKNAMVPLVSSIPAS 425
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHIFKNAMVSLVSGIPAS 424
NTDB id 293 STER RS06925 WP 011681416.1 SEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHILKNAMVSLVSGIPAS 424
NTDB id 325 STU RS16125 WP 002946410.1 SEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHILKNAMVSLVSGIPAS 424
consensus !**!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!**!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!! !!!!!*!!!*!!!!

logo IVSGVIATGATLTETVI FAFYPGMGKML IDSVKRASNNSAMVVGLVF I FTCALTS I FASLLLVGDI LMTMVI LIDPR IKLTSKGGK
NTDB id 27542 SSA RS09530 WP 002902452.1 IVGVIAGATLTETVFAFPGMGKMLIDSVKASNNSMVVGLVFIFTCLSIFALLLGDILMTVLDPRIKLTSKGGK 498
NTDB id 476 HSISS4 RS06995 WP 013990225.1 IVSVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALTIFSLLVGDILMTMIDPRIKLTSKGGK 497
NTDB id 293 STER RS06925 WP 011681416.1 IVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK 497
NTDB id 325 STU RS16125 WP 002946410.1 IVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK 497
consensus !!*!!*!!!!!!!*!!*!!!!!!!!!!!*!!!!*!!!!!!!!!!*!*!!*!!*!!!!!!**!!!!!!!!!!!!
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