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MPEKLVE KD EISFGEGHKKFVAV NANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSEG IJj GKKINGISSS EEDL

MPEKLVEVK VEISFGEGKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHSEKNDL

A BT 5 A1

IR TQMIFQDPAASLNERATVDYI SEGLYN HL PBJEE R[MK K IINEVGLLEAEHLTRYPHEFSGGQRQRIGIAR LVMQPD
IRRIQMIFQDPAASLNERATVDYILSEGLEINFHLYKDEE RKAKIKIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLVMQPD
IRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEE RKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLVMQPD
IRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEE RKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLVMQPD

A SELRSRAALLARRNEL IYVLE DLV ORAT VAL LA

JJVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGIVEVAETEEL NiP HPYT@NSLLSAVP
LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP
LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP
LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP
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