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NTDB id 375 SMU RS06880 WP 002262929.1 MT.....NVFESSPLFLRILLAVLIILLFFYFIFLNYREYKNNNQVKQLNAKVRSLITGHYTDKLKVEDNSDLSELVNNVNDLSE 80
NTDB id 27528 SSA RS07635 WP 002899938.1 MIEAIKQFVISADFVFAIIIIGF.....IVVVALLLLENRRDNQKLVQLNQKVKDLIAGDYSEVLDMQGSPEITDMTNSINDLSE 80
NTDB id 414 AAK55818.1 838..2187( ) MLDLLKQTIFTRDFIFILILLGF.....ILVVTLLLLENRRDNIQLKQINQKVKDLIAGDYSKVLDMQGGSEITNITNNLNDLSE 80
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NTDB id 375 SMU RS06880 WP 002262929.1 VFRLTHENLAQEKNRLTSILSYMTDGVLATDRSGKITVINDMAQKQLNVTREQALECNILDILD.DDSYTYNDLITKTPEIVLTR 164
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NTDB id 375 SMU RS06880 WP 002262929.1 RDEYDEFITLRIRFALNRRESGFISGLIAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGALTESVAPSFIKV 249
NTDB id 27528 SSA RS07635 WP 002899938.1 QDENGEYLSLRVRFALVRRESGFISGLVAVLHDTTEQDKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGALSEPVAPDFVKV 250
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NTDB id 375 SMU RS06880 WP 002262929.1 SLDETNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAFMNYILDRFDQIQSQQSTNKVYEIIRDYPDKSVWIEIDTDKMTQVIDN 334
NTDB id 27528 SSA RS07635 WP 002899938.1 SLNETNRMMRMVTDLLSLSRIDNETSHLEVELTNFTAFITFILNRFDKIKNQD.ETKKYEIIRDYPITPIWVEIDTDKLTQVIDN 334
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NTDB id 375 SMU RS06880 WP 002262929.1 ILNNAIKYSPDGGKVTITMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGGTGLGLAIAKEIVKQHKGFIWANS 419
NTDB id 27528 SSA RS07635 WP 002899938.1 IMNNAIKYSPDGGTITVSIKTTDEQLILSIADEGLGIPKQDLPKIFDRFYRVDKARSRAQGGTGLGLAIAKEIIKQHQGFIWAKS 419
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