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TGFQRYS I LASGSSGNCSFYLETDPQKRI L IVDAGLSGKKI STQSLLMAGE IDRKPVDEDLVDAI LVTHEHKDHIHGVGVLARKYGHLDI

VYANAE
NTDB id 27527 SSA RS07630 WP 011837210.1 .MTKGFQYSILASGSSGNCFYLETDQKRILVDAGLSGKKITSLLGEIDRKPEDLDAILVTHEHKDHIHGVGVLARKYHLDIYANE 84
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
consensus * !! !!!!!!!!!!!*!!!!!*!!!!!*!!!!!!!!!* !**!!!!!**!*!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!
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VESFGVSHDAACQPQFYRFLMKDDGKSFVI
MLTDTGYVSDRMADGI

L I ENADGYL I ES
NTDB id 27527 SSA RS07630 WP 011837210.1 ATWKAMEKDLGKLDASQKHVFELGKTKTFGDLDVESFGVSHDAACPQFYRFMKDDKSFVMLTDTGYVSDRMAGIIENADGYLIES 169
NTDB id 383 SMU RS06875 WP 002262928.1 ATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYLIES 170
consensus !!! !!* *!!*! !!!!*!*!!!! !!!!*!*!!!!!!!!!!*!!!!! !!! !!!!*!!!!!!!!!!!! *!!!!!!!!!!!

logo NHDI E I LRSGAIYPWSLKQR I LSDKMGHLSNDEDGAETMI
VRTLGNKRTKKR IYLGHLSKENNI

VKELAHMTMKVNAQLAMQADLMAVDGHDFKQI
VYD

NTDB id 27527 SSA RS07630 WP 011837210.1 NHDIEILRSGAYPWSLKQRILSDMGHLSNEDGAETMIRTLGNRTKRIYLGHLSKENNIKELAHMTMVNQLAQADMAVGHDFQVYD 254
NTDB id 383 SMU RS06875 WP 002262928.1 NHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKIYD 255
consensus !!!!!!!!!! !!!!!!!!!!!! !!!!!*!!!!!!*!!!!!*!!*!!!!!!!!!!!*!!!!!!!! ! ! !!!*!! !!! *!!

logo TSPDTALTPLATKNI
NTDB id 27527 SSA RS07630 WP 011837210.1 TSPDTATPLTNI 266
NTDB id 383 SMU RS06875 WP 002262928.1 TSPDTALPLAKI 267
consensus !!!!!! !! !
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